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Table S2. COI-16S-nad3 dataset: polymorphic sites in the 992 bp long DNA alignment.
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OSR1   TTCGCGTTTCTTATTAACAAGGCTCTTGACCCGCCCTCACTCTGCGTCGCGTCAACACACACCTATCACCTAATTTTGCGCCCCATTTACT 
OSR2   .....................A............T.............T..A...T..................................A
OSR3   .....................A............T....................T..................................A
OSR4   .....................A............T...................TT...................................
OSR5   ..................................T....................T.........CT.......................A
OSR6   .............C...........C........T....................T..................................A
BPC25  ..................................T..................CTT..................................A
BPC1   ..................................T............T.....CCT...........G...........A..........A
BPC28  ..................................T........T.........CTT..................................A
BPC51  ..................................T..................CTT..................................A
BPC81  ..................................T..................CTT.....T.....G.....C.....AT.........A
BPC45  ..................................T..................CTT.....T.....G.....C.....AT.........A
POR11  .....................A............T..................CT...................................G
POR12  .....................A............T...G..............CTT..................................G
LAZ151 ....T....T.......T................T...G..............CTT..................................A
LAZ152 .....................A.......T..C.T..................CTT..................................A
OSM2   .............C...........C........T..................CTT..................................A
OSM4   ...........C.........A............T..................CTT..................................G
OSM5   .....................A............T..................CTT..................................A
OSM18  .............C...........C........T..................C.T..................................A
OSM27  .....................A............T..................C.T..................................A
OSM3   .....................A............T..................CTT..................................A
MOL1   ..................................T..........A.......CTT.........CT.......................G
MOL3   ..................................T...G..............CTT..................................A
MOL4   ..T.T....T........................T...G..............CTT.......................A..........A
MOL7   ..................................T..................CTT.........CT.......................A
MOL9   ....T....T........................T...GT.............CT......T.....G.....C.....A...T......A
MOL11  C...T....T........................T...GT.............CT......T.....G.....C.....AT.........A
CCE1   .....................A............T..................CTT..................................A
CCE2   ..................................T..................CT.........................T.........A
CCE3   .....................A............T..........A.......CTT..................................A
CCE5   .....................A............T..................CTT..................................A
CCE4   .............C...........C........T..........A.......CTT.........CT.....................G..
SAL1   .............C...........C........T..................CTT..................................G
SAL2   .....A.......C...........C........T..........A.......CTT..................................A
SAL3   .............C...........C........T..........A.......CTT..................................G
SAL4   ..................................T..........A.......CTT.............T....................A
SAL5   .............C...........C........T..........A.......C.T..................................A
MPE1   ...................G.A.........T..T......T...........CTT..................................A
MPE1b  ...................G.A.........T..T......T...........CTT..................................A
MPE2   .....................A............T..................CTT..................................A
MPE3   .............C...........CC.......T..................CTT.......C..........................A
MPE21  .....................A............T..................C.T..................................A
OTT1   .............C.......A...C........T..........A.......CTTCAC...............................G
OTT2   ..................................T..........A.......CTT..................................G
OTT4   ..................................T..................C.T....................C.............A
OTT5   .............C...........C........T..........A.......CTT..................................A
ORI12  ..................................T..................CT.........................T.........A
ORI13  ..................................T..................CTT..................................A
ORI11  .............C....G...............T..................CTT..................................A
ORI14  .C................................TA.................CTT..................................A
ORI15  .........................C........T..................CTT..................................A
ORI21  ..................................T..................CTT..................................A
ORI22  .........................C........T..................CT...................................A
MAR31  .....A.......C......A....C........T..................CT...........T.............T.........A
MAR31b .....A.......C......A....C........T..................C............T.............T.........A
MAR32  ..........C..........A............T..................CTT............................G.....A
MAR34  .............C...........C........T..................CTT............................G.....A
MAR33  ....AA.......C...........C........T..................C.T...................................
MAR35  .............C...........C........T.............T....C.T..................................A
IMV41  .....A.......C...........C........T..........A.......CTT...........G.......C...A..........A
IMV42  .....A.......C...........C........T..........A.......CTT..................................G
IMV44  .....A.......C...........C........T...G..............CTT.....T.....G.....C.....A..........A
IMV43  .....A.......C...........C........T..............T...CTT..................................A
IMV43b .....A.......C...........C........T...G..............CTT..................................A
VSM1   .....A.......C...........C........T.......-...C......CT.........................T.........A

(continued)
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VSM2   .....................A............T..................CTT................G.................G
VSM3   ....A........C...........C........T..........A.......CTT......T............................
VSM4   ..................................T..........A.......CT...................................A
CPA1   ....T....T........................T...GT.............CTT.....T.....G.....C.....A..........G
CPA2   .....................A............T..................CTT..................................A
CPA3   .....................A............T.C................CTT..................................A
CPA4   ............G.....................T..................C..........................T.......G.A
CPA5   .....................A............T.........T........CTT..................................A
MAD1   .....................A............T.........T..T.....CTT..................................A
MAD2   .....................A............T..................CTT..................................A
MAD3   ....T....T........................T...GT.............CTT.....T.....G.....C.....A.T...C....A
MAD4   .....................A............T..................CTT..................................A
MAD5   .....................A............T..................CTT..................................A
CPC1   ......A......C...........C........T...................TT..................................A
CPC2   .....................A...........TT............T......TT..................................A
CPC4   ..................................T...................TT..................................A
CPC7   .............C...........C........T....................T...........G.....C.....A..........A
CPC8   .....................A............T....................T..........................T.......A
CPC9   ............G.....................T...................TT..................................A
IPI1   .......CC............A............T...................TT....C...G.........................A
IPI2   .............C...........C........T...................TT..................................A
IPI3   .............C...........C........T...................TT...............G..................A
IPI10  ....T....T.....G..................T...G...............TT..................................A
IPI11  ....T....T........................T...G................T........................T..........
IPI12  .....................A............T....................T.........CT.......................A
SVC1   .....................A............T..................CTT.................................TA
SVC2   .....................A............T..................CTT..................................A
SVC3   .....................A............T..................CTT......................T...........A
SVC4   ..................................T..................CTT..................................A
SVC5   .....................A............T..................CTT..................................A
MON1   .....................A............T.....C............CTT..............................C...A
MON2   .....................A............T..................CTT..................................A
MON3   .............C...........C........T..T...............CTT..................................A
MON4   .....................A............T..................CTT..................................A
MON5   ............G.....................T..................CT.........................T.........A
MLZ1   ..................................T..................CT...................................A
MLZ2   ..................................T..................CTT.........CT.......................A
MLZ3   ....T....T........................T...GT.............CTT.....T.....G.....C.....A..........A
MLZ4   .............C...........C........T..................CTT..................................A
MLZ5   ..................................T..................CTT.........CT.......................A
PAC2   .....................A............T..................CTT..................................A
PAC3   ....T....T........................T...GT.............CTT.....T.....G.....C.....AT.........A
PAC4   ............G.....................T..................CT.........................T.........A
PAC5   .............CC..........C........T..................CTT..................................A
PAC6   .....................AT...........T..................CTT..................................A
OGN1   .....................A.C..........T..................CTT..................................A
OGN2   .............C...........C........T..................CTT...............G..................A
OGN3   .....................A............T..................C.T...T.................A.........C..A
OGN4   .....................A............T..................CTT............T.....................A
OGN7   .....................A............T..................CTT..................................A
ELB1   ....T....T........................T...GT.............CTTG....T.....G.....C.....AT.........A
ELB2   ....T....T........................T...GG.............CCT...........G...........A..........A
ELB3   .....................A............T..................CTT..............C...................A
ELB4   .....................A............T..................CTT..................................A
ELB5   .............C...........C........T..................CTT..................................A
OAL11  .....A.......C...........C........T..........A.......CTT..................................A
OAL12  ....AA.......C..........TC....T...T..................CTT..................................A
OAL13  ......A......C...........C..T.....T..........A.......CTT..................................A
OAL14  ....T....T...C...........C........T..........A....A..CTT...........G...........A..........A
OAL15  .....A.......C...........C........T..........A.......CT...................................A
OAL17  ......A......C...........C........T..........A.......CTT...................................
SML24  ....T....T........................T..........A.......CTT..................................A
SML21  ...A.A.......C...........C........T..........A.......CT.........................T.........A
SML22  .............C...........C........T..........A.......CTT..................................A
SML23  .............C...........C........T..........A.......CTT..................................A
SML25  ................T........C........T..........A.......C....................................A
SML26  .............C...........C........T..........A.......CTT...............G..................A
CYP1   .............C...........C........T...................TT..................................A
CYP2   ......A......C...........C........T.................--TT..................................A
BIZ1   .............C...........C.A......T..................CTT..................C...............A

Table S2 (continued)
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Table S3. COI-16S-nad3 dataset: haplotype frequencies in 136 individuals of P. nobilis from 28 sites. Abs. freq.: absolute fre-
quencies; Rel. freq.: relative frequencies (%). Populations are labelled as in Figure 1.

Clades Abs. freq. Rel. freq. Sites
PN 1 1 0.74 ORS
PN 2 1 0.74 ORS
PN 3 1 0.74 ORS
PN 4 1 0.74 ORS
PN 5 1 0.74 ORS
PN 6 1 0.74 ORS
PN 7 5 3.68 BPC, ORI, SVC
PN 8 1 0.74 BPC
PN 9 1 0.74 BPC
PN 10 2 1.47 BPC
PN 11 1 0.74 POR
PN 12 1 0.74 POR
PN 13 1 0.74 LAZ
PN 14 1 0.74 LAZ
PN 15 3 2.21 OSM, MLZ, ELB
PN 16 1 0.74 OSM
PN 17 16 11.76 OSM,CCE, MPE, CPA, MAD, SVC, MON, PAC, OGN, ELB
PN 18 1 0.74 OSM
PN 19 2 1.47 OSM, MPE
PN 20 1 0.74 MOL
PN 21 1 0.74 MOL
PN 22 1 0.74 MOL
PN 23 3 2.21 MOL, MLZ
PN 24 1 0.74 MOL
PN 25 1 0.74 MOL
PN 26 2 1.47 CCE, ORI
PN 27 1 0.74 CCE
PN 28 1 0.74 CCE
PN 29 1 0.74 SAL
PN 30 2 1.47 SAL, OAL
PN 31 1 0.74 SAL
PN 32 1 0.74 SAL
PN 33 1 0.74 SAL
PN 34 2 1.47 MPE
PN 35 1 0.74 MPE
PN 36 1 0.74 OTT
PN 37 1 0.74 OTT
PN 38 1 0.74 OTT
PN 39 3 2.21 OTT
PN 40 1 0.74 OTT, SML
PN 41 1 0.74 ORI
PN 42 1 0.74 ORI
PN 43 1 0.74 ORI
PN 44 1 0.74 MAR
PN 45 1 0.74 MAR
PN 46 1 0.74 MAR
PN 47 1 0.74 MAR
PN 48 1 0.74 MAR
PN 49 1 0.74 MAR
PN 50 1 0.74 IMV
PN 51 1 0.74 IMV
PN 52 1 0.74 IMV (continued)
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Clades Abs. freq. Rel. freq. Sites
PN 53 1 0.74 IMV
PN 54 1 0.74 IMV
PN 55 1 0.74 VSM
PN 56 1 0.74 VSM
PN 57 1 0.74 VSM
PN 58 1 0.74 VSM
PN 59 1 0.74 CPA
PN 60 1 0.74 CPA
PN 61 1 0.74 CPA
PN 62 1 0.74 CPA
PN 63 1 0.74 MAD
PN 64 1 0.74 MAD
PN 65 1 0.74 CPC
PN 66 1 0.74 CPC
PN 67 1 0.74 CPC
PN 68 1 0.74 CPC
PN 69 1 0.74 CPC
PN 70 1 0.74 CPC
PN 71 1 0.74 IPI
PN 72 2 1.47 IPI, CYP
PN 73 1 0.74 IPI
PN 74 1 0.74 IPI
PN 75 1 0.74 IPI
PN 76 1 0.74 IPI
PN 77 1 0.74 SVC
PN 78 1 0.74 SVC
PN 79 1 0.74 MON
PN 80 1 0.74 MON
PN 81 2 1.47 MON, PAC
PN 82 1 0.74 MLZ
PN 83 1 0.74 MLZ
PN 84 1 0.74 PAC
PN 85 1 0.74 PAC
PN 86 1 0.74 PAC
PN 87 1 0.74 OGN
PN 88 1 0.74 OGN
PN 89 1 0.74 OGN
PN 90 1 0.74 OGN
PN 91 1 0.74 ELB
PN 92 1 0.74 ELB
PN 93 1 0.74 ELB
PN 94 1 0.74 OAL
PN 95 1 0.74 OAL
PN 96 1 0.74 OAL
PN 97 1 0.74 OAL
PN 98 1 0.74 OAL
PN 99 1 0.74 SML
PN 100 1 0.74 SML
PN 101 1 0.74 SML
PN 102 1 0.74 SML
PN 103 1 0.74 CYP
PN 104 1 0.74 BIZ

Table S3 (continued)
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Table S5. COI-16S-nad3 dataset: results of the analysis of molecular variance (AMOVA). Six combinations of groups (1-6) were 
defined according to the biogeographic subdivision of Mediterranean suggested by Bianchi et al. (2007) (see main text for details 
on populations). d.f.: degrees of freedom; SSD: sum of squared deviations; var. comp.: variance component; % var: percentage of 
variation; NS: not significant. 

Source of variation d.f. SSD Var. comp. % var Fixation indices P-value

1)   a) Sardinian Sea ; b) Tyrrhenian Sea; c) Strait of Messina; d)  Ionian Sea;  and e) northern Adriatic Sea 

Among groups 4 32.007 0.12646 4.07 0.04069 0.075NS

Among populations within groups 17 92.848 0.54900 17.67 0.21736 < 0.001

Within populations 99 240.784 2.43216 78.26 0.18416 < 0.001

2)  a) Sardinian Sea ; b) Tyrrhenian Sea; c) Strait of Messina; and d)  Ionian Sea,  northern Adriatic Sea

Among groups 3 18.135 0.00725 0.24 0.00236 0.426 NS

Among populations within groups 18 106.720 0.63408 20.63 0.20866 < 0.001

Within populations 99 240.784 2.43216 79.13 0.20679 < 0.001

3)  a) Sardinian Sea ; b) Tyrrhenian Sea,  Strait of Messina; c)  Ionian Sea;  and d) northern Adriatic Sea

Among groups 3 29.415 0.17146 5.48 0.05484 < 0.05

Among populations within groups 18 95.439 0.52270 16.72 0.22204 < 0.001

Within populations 99 240.784 2.43216 77.80 0.17690 < 0.001

4)  a) Sardinian Sea ; b) Tyrrhenian Sea; c) Strait of Messina, Ionian Sea; and d) northern Adriatic Sea

Among groups 3 28.929 0.15787 5.06 0.05063 < 0.05

Among populations within groups 18 95.925 0.52775 16.93 0.21991 < 0.001

Within populations 99 240.784 2.43216 78.01 0.17830 < 0.001

5)  a) Sardinian Sea ; b) Tyrrhenian Sea, Strait of Messina; and c) Ionian Sea, northern Adriatic Sea

Among groups    2 15.543 0.05147 1.67 0.01666 0.171 NS

Among populations within groups 19 109.312 0.60506 19.59 0.21256 < 0.001

Within populations 99 240.784 2.43216 78.74 0.19922 < 0.001

6)  a) Sardinian Sea ; b) Tyrrhenian Sea, Strait of Messina, Ionian Sea; and c)  northern Adriatic Sea

Among groups 2 27.491 0.24260 7.66 0.07660 < 0.01

Among populations within groups 19 97.363 0.49246 15.55 0.23209 < 0.001

Within populations 99 240.784 2.43216 76.79 0.16838 < 0.001
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