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Table S1. Taxonomic composition and relative abundance (%) of three S. plicata individuals (SP) and three seawater samples 
(SW), based on a 97% cut-off sequence similarity to known OTUs and compared to S. plicata from Spain (shown only phyla pres-
ent in all three samples) (Erwin et al., 2013).

Bacterial phyla SP1 SP2 SP3 SP Avg. SW1 SW2 SW3 SW Avg. Spain

Acidobacteria 0 0.055 1.691 0.582 0.640 0.901 0.553 0.698

Actinobacteria 0.205 0 0.245 0.150 0.585 0.411 0.490 0.495 < 8

Bacteroidetes 3.500 1.564 12.658 5.908 31.542 35.248 32.759 33.183 19.5–32.7

Chloroflexi 0 0 0.032 0.011 0.016 0.008 0.008 0.011 < 8

Cyanobacteria 0.047 0.032 0.435 0.171 1.335 1.075 1.493 1.301 < 8

Fibrobacteres 0 0 0.008 0.003 0 0 0 0.000

Firmicutes 0.119 0.190 2.062 0.790 0.111 0.150 0.158 0.140 < 8

Nitrospirae 0.032 0 0.016 0.016 0.008 0 0 0.003

OP3 0 0 0.032 0.011 0 0 0 0.000

Planctomycetes 0.229 0.111 1.114 0.485 0.419 0.205 0.292 0.306 9.8–12.8

Proteobacteria 92.723 8.1461 53.650 51.507 60.596 56.740 59.355 58.897 25.4–50.0

SAR406 0 0 0 0.000 0 0.016 0 0.005

Thermi 0 0.008 0.032 0.013 0.300 0.316 0.593 0.403

Verrucomicrobia 0.111 0.047 0.403 0.187 0.063 0.032 0.079 0.058

WS3 0 0 0.008 0.003 0 0 0 0.000

unclassified 3.034 89.847 27.615 40.165 4.385 4.899 4.219 4.501

Fig. S1: Multidimensional scaling (MDS) plot for the microbial community of S. plicata (SP) and seawater (SW).
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