- Publishing

Mediterranean Marine Science

Vol 22, No 2 (2021)

VOL 22, No 2 (2021)

New discoveries in Eastern Mediterranean
mesophotic sponge grounds: updated checklist and
description of three novel sponge species

ik

Mediterranean

TAL IDAN, SIGAL SHEFER, TAMAR FELDSTEIN,
MICHA ILAN

Marine Science
doi: 10.12681/mms.25837

To cite this article:

IDAN, T., SHEFER, S., FELDSTEIN, T., & ILAN, M. (2021). New discoveries in Eastern Mediterranean mesophotic
sponge grounds: updated checklist and description of three novel sponge species. Mediterranean Marine Science,
22(2), 270-284. https://doi.org/10.12681/mms.25837

https://epublishing.ekt.gr | e-Publisher: EKT | Downloaded at: 29/07/2025 06:59:51



Mediterranean Marine Science
Indexed in WoS (Web of Science, ISI Thomson) and SCOPUS

The journal is available on
DOI: http://dx.doi.org/10.1

line at http://www.medit-mar-sc.net
2681/mms.25837

Supplementary Data

New discoveries in Eastern Mediterranean mesophotic sponge grounds:
updated checklist and description of three novel sponge species
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78 Raspaciona aculeata

74 Eurypon sp 20 CM-2010
72 Eurypon clavigerum

- AY626322 Stelligera rigida
HQ379285 Stelligera rigida

86| AY561950 AY626321 Stelligera stuposa

HQ379286 Stelligera stuposa
MK096547 Paratimea mosambicensis
MK096548 Paratimea rosacea
L HQ379284 Paratimea constellata

HQ379271 Eurypon cf cinctum CM-2010
AY561949 cf Stelligera sp UCMPWC1034
KC869585 Raspailia phakellopsis
16L HQ379277 Hymeraphia breeni
HQ379280 Raspailia agnata

AY561946 Hemiasterella sp.2 UCMPWC1021
2] MW380747 Po.26354 Hemiastrella verai *
51 = MW380746 P0.25931 Hemiastrella verai ]* |Hemiasterella

KC869615 Hemiasterellidae sp NCI052
1947 Hemiasterella sp.3 WAMZ12383
MH731287 Gelliodes cf gracilis MTR-2018

Misidentification?
MH731291 Monanchora unguiculata

AY626310 Hemiasterella sp G304645
65 MT137926 Galaxia gaviotensis
3, AY561903 AY626306 Adreus micraster
e HQ379314 Adreus fascicularis
AY561901 Hemiasterella sp.1 G315767
621 k869578 Axos flabelliformis
a8 AY561902 Axos sp WAMZ11960
AY626308 Axos cliftoni

Hemiasterellidae

Fig. S1: Phylogenetic tree used to support the morphological identification Hemiasterella verae sp. nov. (marked by ‘*”). The
maximum likelihood tree was reconstructed with PhyML 3.0 (Guindon et al., 2010) based on 28S rDNA sequences, using the GTR
model of sequence evolution. Bootstrap supports are given near the corresponding nodes.
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DQ299256 Phakellia sp.NTM 74463 Australia Rimbija Island 2.8 km
100 1 GQ466061 Axinella infundibuliformis
30 I'l HQ379199 Axinella infundibuliformis
KX688754 Axinella polypoides Israel Herzliya
DQ299255 Axinella polypoides
GQ466059 Axinella dissimilis
52 | - GQ466060 Axinella vaceleti
KC762735 Axinella vaceleti Axinella clade

HQ379202 Axinella vaceleti
3 HQ379200 Axinella parva
. HQ379201 Axinella pyramidata

100 = KX688746 Axinella vestusta sp.nov. Israel Herzliya ] *
_|—_DQ299257 Axinella aff. mexicana BMH-2006

94 AY864742 Dragmacidon lunaecharta

KX688747 Axinella sp.2 Israel Herzliya
GQ466063 Axinella verrucosa
100 GQ466064 Cymbastela cantharella

+ _I KC869458 Axinella corrugata Panama Bocas del Toro Wild Cane Cay
KC869523 Axinella corrugata Panama Bocas del Toro Buoy 19
— AY864741 Axinella corrugata
HQ379198 Axinella damicornis
47 KX688749 Axinella damicornis Israel Herzliya
(GQ466058 Axinella damicornis
KX688743 Axinella damicornis Israel Herzliya
AF062605 Axinella damicornis
|_ HQ379196 Acanthella acuta
LLIHQ379197 Phakellia ventilabrum

1 ¥

93

20

36 Cymbaxinella clade

100

gg L| GQ466062 Axinella cannabina Acanthella dade

100 ¢ KX688755 Axinella cannabina Israel

0.20

Fig. §2: Phylogenetic tree based on 28S rDNA sequences, used to support the morphological identification of Axinella venusta
sp. nov. (marked by ‘*’). The maximum likelihood tree was reconstructed with PhyML 3.0 (Guindon et al., 2010), using the GTR
model of sequence evolution. Bootstrap supports (100 replicates) given near the corresponding nodes.
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