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Table S1. Sampling sites’ coordinates, date and salinity information.

Name of sites Coordinates Date Salinity
Antalya-Kemer 36.599871°N - 30.575208°E October- 2018 40.1
Antalya-Alanya 36.559481°N - 31.951682°E October- 2018 38.9

Mersin-Tisan 36.157770°N - 33.683355°E October- 2018 40.2

Mersin-Kizkalesi 36.457684°N - 34.144009°E April-2012; October-2018 NA; 39.0

Mersin-Mezitli 36.732885°N - 34.521313°E October- 2018 39.2

Hatay-Konacik 36.360380°N - 35.820282°E September- 2018 40.0
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Table S2. Present study samples’ details. AN: accession number.

No Saill])p le BOLD AN Gel;BNank Species Colsliiging Sampling date Color of colony
! L12 BOHIE/IDS%SI;?;E 16 OR621356 with 5;101213 strip
2 L13 B(;lidszgéiEZ;S-ZS OR621357 with cream(;f/};llow strips
3 L14 B Oli/IDS %Zé;?; él 6 OR621354 Botryllus schlosseri Konacik-Hatay September-2018 w]i;lﬂ;rlf):;o::rrip
4 L16 BOIIIE/[DSiZ]gégé 16 OR621355 Wli)tilr];rl;;)::fip
5 L19 B OI}Ii/I})S %IZ];?; 16 OR621358 Grey with cream strip
6 G3 Béll\j[gz/ggl:z(? 1-6 1 OR621352 Tisan-Mersin with browg-r:Zeamy strip
OO poiparens ORGS0 TR e 000208 i
§ GK2 porpappsais  ORO2I3S! “esin withexcamy s
9 Co64 B 5243;2:1236263 ,  OR621353  Boiylloidessp. ~Kemer-Antalya October-2018 .. tﬁg";ﬁ‘;})’v strip
10 C6 B OHI\J/[; 2/;‘5}93;3230 7_ 49 OR621359 Alanya-Antalya October-2018  Pink with white spot
11 L3 BBSEEKOE?% fj o  OR621363 Konacik-Hatay September-2018 .. | i]; ﬁ?;gfvma orn
12 L4 SSE]EI\:%?; ,ﬁ; OR621362 B‘;Z):’Z;l;sjp Konacik-Hatay September-2018  Light orange-cream
13 L6 gggg}f%gﬁ; OR621361 Konacik-Hatay September-2018 Pink
14 M2_16 EOAIL\I]EK%E' ?Z 5 OR621360 Mezitli-Mersin  October-2018 Rwei‘tisi;ﬁl':rs‘;v(‘)’?
15 M2 23 B &ﬁfﬁ'ﬁgg og  OR62I373 ;Zl ’Zf ’f;;ge’;‘;l Mezitli-Mersin - October-2018 Red
16 MI8 B Ci]li/[DS %fgczg (_)2 5 OR621366 Black with grey strip
17 M72 B OIBIDSifg'égéz 5 OR621366 Black with grey strip
18 M8 B OIIIE/IDS%,Z];-C? (_)2 5 OR621369 Black with grey strip
19 Ml B Olll\j[])s %ZS-CZ; (_) 25 OR621367 Polyclinum Klzkal§si- April 2012 Black with grey strip
0 o IMS279.23. SRE1T0 constellatum Mersin - . . .
BOLD:-ADC2025 ack with grey strip
21 M6 2 B OIIIE/IDSiZ];-CZ; (_)2 5 OR621371 Brown with cream strip
22 M9 B éIIi/IDS%Z;g; (-)2 5 OR621372 Red with creamy strip
23 M20 B OILMDS2A81(;—C2; (_)2 5 OR621368 Brown with creamy strip
4@ B()ILMDszzAgcli_Bzgé 1 OREBOS ,
. Alanya-Antalya October-2018 White
25 C3 IMS267-20- OR621364 perlucidum
BOLD:ACB6312
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Table S3. NCBI Blast results.

Pressaeli::);:lsldy NCBI BLAST result
N  Field ID Species Name W SMc_ﬁ ST;)% Cﬁ E value Iflz_:l‘t ‘:ifl' Accession
1 Co6 Botryllus sp. hu MN-2022 929 929 100 0.0 99.80% 844  0OP221215.1
2 L3 Botryllus sp. hu MN-2022 929 929 100 0.0 99.80% 844  0OP221215.1
3 L4 Botryllus humilis Botryllus sp. hu MN-2022 922 922 100 0.0 100% 844  OP221215.1
4 L6 Botryllus sp. hu MN-2022 922 922 100 0.0 100% 844  OP221215.1
5 M2 16 Botryllus sp. hu MN-2022 893 893 100 0.0 99.39% 844  OP221215.1
G3 Botrylloides sp. NAPI 826 826 96 0.0 97.33% 530 MNO076468.1
G3 Botrylloides israeliense 763 763 88 0.0 97.53% 467 MG009580.1
GK42 Botrylloides Botrylloides sp. NAP1 804 804 96 0.0 96.50% 530 MNO076468.1
GK42 israeliense Botrylloides israeliense 719 719 88 0.0 95.74% 467 MG009580.1
8 GK28 Botrylloides sp. NAP1 793 793 96 0.0 96.09% 530 MNO076468.1
8 GK28 Botrylloides israeliense 708 708 88 0.0 9529% 467 MG009580.1
9 C64  Bouylloidessp. > ”’VV”"M;‘; o FLMNEL 90 902 100 00 9881% 850 ON053356.1
10 L12 Botryllus schlosseri 872 872 100 0.0 98.58% 867 MW584328.1
11 L13 Botryllus schlosseri 872 872 100 0.0 98.58% 867 MW584328.1
2 L4 Bom ”Sfrfcm‘”' Botryllus schlosseri 883 883 100 0.0 98.99% 867 MWS584328.1
13 L16 Botryllus schlosseri 878 878 100 0.0 98.78% 867 MW584328.1
14 L19 Botryllus schlosseri 861 861 100 0.0 98.17% 867 MWS584328.1
15 M2.23  §ieoma brak. Svmplegmasp. HAWOL 924 924 100 0.0 99.60% 658 MW278788.1
15 M2 23 enhielmi Symplegma brakenhielmi ~ 852 852 99 0.0 97.22% 553 MT232734.1
16 M18 Polyclinum indicum 1020 1020 100 0.0 100.00% 631 KX650781.1
17 M7 2 Polyclinum indicum 1018 1018 99 0.0 100.00% 631 KX650781.1
18 M8 Polyclinum indicum 1020 1020 100 0.0 100.00% 609 KX650783.1
19 Ml Polyclinum indicum 1018 1018 99 0.0 100.00% 609 KX650783.1
20 Mo P "li ZZ‘;’:,;"” Polyclinum indicum 1011 1011 99 0.0 99.82% 609 KX650783.1
20 M19 Polyclinum constellatum 1009 1009 99 0.0 99.82% 816  MT873559.1
21 M6 2 Polyclinum indicum 957 957 100 0.0 98.88% 631 KX650781.1
22 M9 Polyclinum indicum 931 931 100 0.0 97.96% 610 KX650785.1
23 M20 Polyclinum indicum 909 909 98 0.0 98.09% 631 KX650781.1
24 C2 Didemnum perlu- Didemnum perlucidum 952 952 100 0.0 100.00% 595 MNI184710.1
25 C3 cidum Didemnum perlucidum 952 952 100 0.0 100.00% 595 MNI184710.1
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Table S4. The Kimura-2 Parameter distance results of Botryllus schlosseri samples.

Specimen code and name 1 2 3 4 5 6 7 8 9

1 IMS265-20_Botryllus schlosseri (L12) 0,00 0,00 0,00 0,00 0,01 0,01 0,01 0,01
2 IMS273-23 _Botryllus schlosseri (L16) 0,00 0,00 0,00 0,00 0,01 0,01 0,01 0,01
3 IMS272-23 Botryllus schlosseri (L14) 0,00 0,00 0,00 0,00 0,00 0,01 0,01 0,01
4 IMS271-23 Botryllus schlosseri (L13) 0,00 0,00 0,00 0,00 0,01 0,01 0,01 0,01
5 IMS274-23 Botryllus schlosseri (L19) 0,01 0,01 0,01 0,01 0,01 0,01 0,01 0,01
6 MW584328.1_Botryllus schlosseri 0,01 0,01 0,01 0,01 0,02 0,00 0,00 0,01
7 MNO064603.1_Botryllus schlosseri 0,02 0,01 0,01 0,02 0,02 0,00 0,00 0,01
8 HF548550.1_Botryllus schlosseri 0,02 0,01 0,01 0,02 0,02 0,00 0,00 0,01
9 KM587658.1 Botryllus schlosseri 0,02 0,02 0,02 0,02 0,03 0,02 0,01 0,01

Above diagonal represents standard deviation. The red colors refer to the present study samples and sites, and the codes in the
brackets is the sample codes.

Table S5. The Kimura-2 Parameter distance results of Botrylloides israeliense.

Specimen code and name 1 2 3 4 5 6
1 IMS260-20 Botrylloides israeliense (G3) 0,01 0,01 0,01 0,01 0,01
2 MNO076468.1 Botrylloides sp. 0,03 0,01 0,01 0,01 0,01
3 MGO009580.7 Botrylloides israeliense 0,03 0,02 0,01 0,01 0,01
4 IMS261-20 Botrylloides israeliense (GK42) 0,05 0,04 0,04 0,00 0,01
5 IMS263-20 Botrylloides israeliense (GK28) 0,05 0,04 0,05 0,00 0,01
6 MK978805.1 Botrylloides sp. 0,07 0,07 0,07 0,07 0,07

Above diagonal represents standard deviation. The red colors refer to the present study samples and sites, and the codes in the
brackets is the sample codes.

Table S6. The Kimura-2 Parameter distance results of Botrylloides sp.and its possible closest relatives.

Specimen code and name 1 2 3 4 5
1 IMS269-22 Botrylloides sp. (C64) 0,00 0,00 0,02 0,02
2 ON053356.1 Botrylloides_sp. 0,01 0,00 0,02 0,02
3 ONO053355.1 Botrylloides_sp. 0,01 0,00 0,02 0,02
4 ON098241.1 Botrylloides_sp. 0,18 0,16 0,17 0,02
5 MT873573.1 Botrylloides cf-_anceps 0,17 0,16 0,16 0,14

Above diagonal represents standard deviation. The red colors refer to the present study samples and sites, and the codes in the
brackets is the sample codes.
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Table S7. The Kimura-2 Parameter distance results of Botryllus humilis.

Specimen code and name 1 2 3 4 5 6 7 8
1 IMS259-20 Botryllus humilis (C6) 0,00 0,00 0,00 0,00 0,00 0,00 0,00
2 BANEMO032-23 Botryllus humilis (L3) 0,00 0,00 0,00 0,00 0,00 0,00 0,00
3 BANEMO033-23 Botryllus humilis (L4) 0,00 0,00 0,00 0,00 0,00 0,00 0,00
4 OP221215.1 Botryllus_sp._hu 0,00 0,00 0,00 0,00 0,00 0,00 0,00
5 OP221169.1 Botryllus sp. hu 0,00 0,00 0,00 0,00 0,00 0,00 0,00
6 BANEMO035-23 Botryllus humilis (L6) 0,00 0,00 0,00 0,00 0,00 0,00 0,00
7 BANEMO052-23 Botryllus humilis (M2_16) 0,00 0,00 0,01 0,01 0,01 0,01 0,00

8  MGO009581.1 UNVERIFIED: Botrylloides anceps 0,01 o001 0,01 0,01 001 001 0,01

Above diagonal represents standard deviation. The red color refers to the present study sample and site, and the code in the brack-
ets is the sample code.

Table S8. The Kimura-2 Parameter distance results of Symplegma_brakenhielmi.

Specimen code and name 1 2 3 4
1 IMS264-20 Symplegma brakenhielmi (M2_23) 0,00 0,01 0,01
2 MW278788.1 Symplegma_sp. 0,00 0,01 0,01
3 MT232734.1 Symplegma_brakenhielmi 0,03 0,03 0,01
4 MW285134.1 Symplegma_brakenhielmi 0,04 0,04 0,02

Above diagonal represents standard deviation. The red color refers to the present study sample and site, and the code in the brack-
ets is the sample code.
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Table S10. The Kimura-2 Parameter distance results of Didemnum perlucidum.

Specimen code and name 1 2 3 4 5 6 7 8 9 10 11 12
| MHB824630 D’i;’””“mpe””‘c’d' 0,00 0,00 0,01 000 000 000 000 000 000 000 001
2 KX650791D’%””“””’”I”C’”]’ 0,01 0,00 001 0,00 0,00 000 000 000 0,00 000 00l
3 KU883151D”iemm””"’pe’l”C’d' 0,01 0,00 0,01 000 000 0,00 000 000 000 0,00 001
g KX138490 D’iﬁ””mperl”c’d' 0,02 0,02 0,02 0,01 0,01 001 001 001 001 001 001
5 KU667270 D’ie’r””mpeﬂ””d' 0,00 001 001 0,02 0,00 0,00 0,00 000 000 000 0,0l
¢ KR337439 D’due’Zm”mperl”“d' 0,00 001 001 0,02 0,00 0,00 0,00 0,00 0,00 000 001
7 JQI3IT3S. D"Z;’l""“ml’”l“”d' 0,01 0,00 0,00 0,02 001 001 0,00 0,00 0,00 000 0,01
g MT637962 D’if;”””ml’m”’c’d' 0,01 0,00 0,00 002 001 001 0,00 0,00 0,00 0,00 0,01
g MNIBA4TI0 Didemnum perllucid-—, o, 66 000 002 001 001 000 0,00 0,00 0,00 0,01

um-Australia
jo IMS281-23 Didemnum perlucid-— 1 60 900 002 001 001 000 000 0,00 0,00 0,01
um (C2)

g IMS267-20 fog)“”’pe””‘”d' 0,01 000 0,00 002 00l 001 000 000 000 000 0,01

12 KY741541 Didemnum etiolum 0,06 0,06 0,06 0,08 0,06 0,06 0,06 0,06 0,06 0,06 0,06

Above diagonal represents standard deviation. The red colors refer to the present study samples and sites, and the codes in the
brackets is the sample codes.
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Nb subsets/asap score
Rank

IMS259-20|/8-513_Botryllus humilis Legend:
BANEM032-23/8-513_Botryllus humilis ©<0.001
BANEMO033-23 /5-503_Botryllus humilis ©<0.05
0P221215.1/52-557 Botryllus sp. hu <01
OP221169.1/22-527 Botryllus sp. hu 501

BANEMO035-23/1-499_Botryllus humilis
BANEMO052-23/1-492_Botryllus humilis
MG009581.1/1-446 UNVERIFIED: Botrylloides anceps
0OP221157.1/1-491 Botryllus sp.
IMS269-22/22-527 Botryllus sp.
ON053356.1/34-539 Botrylloides sp.
ONO053355.1/43-548 Botrylloides sp.
ON098241.1/40-545 Botrylloides sp.
MT873573.1/38-543 Botrylloides cf. anceps
ON053359.1_s/1-490 _Botryllu sp.
IMS260-20|/28-533 Botrylloides israeliense
MNO076468.1/1-486 Botrylloides sp.
MG009580.1/1-446 Botrylloides Israeliense
IMS261-20|/28-533_Botrylloides israeliense
IMS263-20|44-549_Botrylloides israeliense
MK978805.1/1-456 Botrylloides sp.
MT873571.1/32-537 Botrylloides sp.
MT873572.1/32-537 Botrylloides jacksonianum
ON098238.1/55-560 Botrylloides sp.
MW579604.1/40-545 Botrylloides diegensis
MT232722.1/22-527 Botrylloides diegensis
LR828517.1/38-543 Botrylloides leachii
IMS257-19/1-493 Botrylloides niger
IMS254-19_1-493 Botrylloides niger
MT232723.1_1-493 Botrylloides niger
OP221206.1_1-493 Botrylloides niger
0OM912594.1 1-493 Botrylloides niger
MW285095.1_1-493 Botrylloides niger
HF548559.1_1-493 Botrylloides niger
MG009579.1/1-446 Botrylloides aff. leachii
IMS255-19_1-493 Botrylloides niger
IMS256-19 1-493 Botrylloides niger
IMS265-20/1-493 Botryllus schlosseri
L16_1-493 Botryllus schlosseri

L14_1-493 Botryllus schlosseri

L13_1-493 Botryllus schlosser|

L19-1-493 Botryllus schlosseri
MW584328.1_1-493 Botryllus schlosseri
MNO064603.1_1-493 Botryllus schlosseri
HF548550.1_1-493 Botryllus schlosseri
KM587658.1 1-493 Botryllus schlosseri
IMS264-20/41-546 Symplegma brakenhielmi
MW278788.1/32-537 Symplegma sp.
MT232734.1/22-527 Symplegma brakenhielmi
MW285134.1/43-548 Symplegma brakenhielmi
ON098245.1/1-490 Botrylloides cf. lentus

N/A

Fig. S1: The figure displays the ASAP scores of Styelidae specimens. Different OTUs are represented by colors on the bar,
and the number inside each color bar corresponds to the assigned specimen number for that OTU. The number of subsets,
assigned total OTU number, ASAP score (where lower scores indicate better partitions, Puillandre et al., 2021), and the best
rank column (1) are included. Samples from the present study are marked in red letters. Legend; Darker colors in the figure
indicate lower probabilities, while a grey dot signifies that the probability was not computed. When a probability is very low
(dark color), it suggests that the groups within the node likely correspond to different species.

Nb subsets/asap score 1.5]

Rank P [%]1/ Legend:

ON059140.1/1-552 Aplidium sp. 2 ©9<0.001
- i K 1

ON059139.1/1-552 Aplidium sp. — ©<0.05

KF309621.1/1-542 Morchellium argus
KF309620.1/1-552 Morchellium argus
AY600971.1/1-548 Aplidium elegans
MT873557.1/7-558 Aplidium elegans
MT873556.1/7-558 Aplidium elegans
MT873558.1/7-558 Aplidium elegans
KF309585.1/1-552 Aplidium accarense
KF309584.1/1-552 Aplidium accarense
KF309558.1/1-552 Aplidium
KF309553.1/1-552 Aplidium accarense

<0.1

']
| N/A

MT873555.1/7-558 Aplidium accarense
MK308069.1/1-532 Aplidium stellatum
KY111412.1/1-531 Aplidium stellatum
KY111414.1/1-531 Aplidium stellatum
KY111413.1/1-531 Aplidium stellatum
KY111411.1/1-531 Aplidium stellatum
KJ632946.1/1-542 Aplidium conicum
AY600969.1/1-548 Aplidium conicum
KJ725160.1/1-542 Aplidium fuscum
AY600975.1/1-548 Aplidium fuscum
AY600967.1/1-548 Aplidium
KJ725161.1/6-557 Synoicum
MT637964.1/1-527 Polyclinum constellatum [P2]
KX650780.1/2-553 Polyclinum indicum
MT873559.1/7-558 Polyclinum constellatum
KX650781.1/51-602 Polyclinum indicum
M18_434-985- Polyclinum constellatum
M7-2_80-631- Polyclinum constellatum
KX650778.1/1-546 Polyclinum indicum
KX650774.1/4-551 Polyclinum indicum
M19_714-1265- Polyclinum constellatum
KP072781.1/1-520 Polyclinum indicum
KX650776.1/1-539 Polyclinum indicum
KX650782.1/119-670 Polyclinum indicum
KX650785.1/30-581 Polyclinum indicum
KX650783.1/44-595 Polyclinum indicum
M8_239-790- Polyclinum constellatum

]

|

X -

|

Lol Lol

Loon
—

M1_689-1240- Polyclinum constellatum
KX650784.1/23-574 Polyclinum indicum
KX650777.1/1-531 Polyclinum indicum

M6-2_12-547- Polyclinum constellatum
M20_18-546- Polyclinum constellatum

KX650786.1/33-583 Polyclinum indicum
M9_10-546- Polyclinum
KT345963.1/1-521 Polyclinum indicum

Fig. S2: The figure displays the ASAP scores of Polyclinidae specimens. Different OTUs are represented by colors on the
bar, and the number inside each color bar corresponds to the assigned specimen number for that OTU. The number of sub-
sets, assigned total OTU number, ASAP score (where lower scores indicate better partitions, Puillandre et al., 2021), and the
best rank column (1) are included. Samples from the present study are marked in red letters. Legend; Darker colors in the
figure indicate lower probabilities, while a grey dot signifies that the probability was not computed. When a probability is
very low (dark color), it suggests that the groups within the node likely correspond to different species.
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Nb subsets/asap score
Rank

Legend:
9<0.001
9<0.05

<0.1
>0.1
N/A

KX641024.1/43-557 Didemnum sp.
MH824680.1/25-539 Didemnum perlucidum
KU667270.1/25-539 Didemnum perlucidum
KR537439.1/25-539 Didemnum perlucidum
KX650791.1/85-599 Didemnum perlucidum
JQ731735.1/40-554 Didemnum perlucidum
MN184710.1/42-556 Didemnum perlucidum
Didemnum_perlucidum_C2
Didemnum_perlucidum_C3
KU883151.1/42-556 Didemnum perlucidum
MT637962.1/5-519 Didemnum perlucidum
KX138490.1/33-547 Didemnum perlucidum
KY741541.1/22-536 Didemnum etiolum
KF309622.1/32-546 Didemnum pseudovexillum
KF309573.1/32-546 Didemnum pseudovexillum
KU221225.1/32-546 Didemnum membranaceum
JQ731739.1/12-526 Didemnum patulumh
JQ731742.1/41-555 Didemnum sp.
KU221196.1/33-547 Didemnum granulatum
KU221215.1/32-546 Didemnum granulatum
EU742661.1/32-546 Didemnum psammatode
KU221189.1/33-547 Didemnum psammatodes
JF738069.1/32-546 Didemnum vexillum
JF738061.1/32-546 Didemnum vexillum
JF738060.1/32-546 Didemnum vexillum
JQ013198.1/31-545 Didemnum granulatum

KJ725155.1/25-539 Didemnum granulatum
KJ725154.1/43-557 Didemnum vexillum
JQ731747.1/46-560 Didemnum sp.
MT637951.1/10-524 Didemnum psammatodes
KU221191.1/33-547 Didemnum granulatum
KU221208.1/32-546 Didemnum sordidum
MK308192.1/32-546 Didemnum sp.
1Q692626.1/40-554 Didemnum incanum
MT637984.1/1-512 Didemnum conchyliatum
KU221219.1/33-547 Didemnum cuculliferum
MT637980.1/1-512 Didemnum sp.
KU221193.1/33-547 Didemnum cineraceum
MT637936.1/7-521 Didemnum duplicatum
KF309576.1/32-546 Didemnum fulgens
K1725152.1/37-551 Didemnum fulgens
KU221201.1/33-547 Didemnum fragile
EU419408.1/32-546 Didemnum sp.
KU667269.1/38-552 Didemnum sp.
KU221192.1/33-547 Didemnum cineraceum
KU221211.1/32-546 Didemnum apuroto
KJ725167.1/34-548 Didemnum sp.
KU221223.1/32-546 Didemnum mutabile
KU221207.1/32-546 Didemnum mutabile
LR136925.1/34-548 Didemnum sp.
KY111418.1/11-525 Didemnum lutarium
EU419456.1/32-546 Didemnum albidum
K1725159.1/31-545 Didemnum albidum
EU419432.1/32-546 Didemnum albidum
KU221210.1/32-546 Didemnum ligulum
KU221202.1/33-547 Didemnum ligulum
MW363021.1/13-527 Didemnum sp.

38 OTUs:

Fig. §3: The figure displays the ASAP scores of didemnid specimens. Different OTUs are represented by colors on the bar,
and the number inside each color bar corresponds to the assigned specimen number for that OTU. The number of subsets,
assigned total OTU number, ASAP score (where lower scores indicate better partitions, Puillandre et al., 2021), and the best
rank column (1) are included. Samples from the present study are marked in red letters. Legend; Darker colors in the figure
indicate lower probabilities, while a grey dot signifies that the probability was not computed. When a probability is very low
(dark color), it suggests that the groups within the node likely correspond to different species.

Medit. Mar. Sci., suppl.data, 24/3 2023, 1-15 9



18 OTUs

Same OTU
Different OTU

MG009579.1/1-446 Botrylloides aff. leachii
IMS256-19_1-493 Botrylloides niger
IMS255-19_1-493 Botrylloides niger

Fig. S4: PTP score of Styelidae. Blue lines represent different OTUs, red lines represent the same OTUs. Red letter rep-

HF548559.1 1-493 Botrylloides niger
MW285095.1 1-493 Botrylloides niger

OM912594.1_1-493 Botrylloides niger
0OP221206.1_1-493 Botrylloides niger

MT232723.1 1-493 Botrylloides niger
.01 IMS254-19_1-493 Botrylloides niger
,12 IMS257-19/1-493 Botrylloides niger
L13_1-493 Botryllus schlosseri
.0 L19-1-493 Botryllus schlosseri
.o{
A

L16_1-493 Botryllus schlosseri
,00 IMS265-20/1-493 Botryllus schlosseri
,00 L14_1-493 Botryllus schlosseri
MN064603.1_1-493 Botryllus schlosseri
‘Qi i HF548550.1_1-493 Botryllus schlosseri
.;Lﬂ ,00 MW584328.1_1-493 Botryllus schlosseri
06 KM587658.1 1-493 Botryllus schlosseri

1,00 oNp98245.1/1-490 Botrylloides cf. lentus
-00 IMS269-22 Botrylloides sp.

@ ,00 ONO53355.1/43-548 Botrylloides sp.
,01 ON053356.1/34-539 Botrylloides sp.

ON098241.1/40-545 Botrylloides sp.
| i DQQ MT873573.1/38-543 Botrylloides cf. anceps
ﬁ MT232722.1/22-527 Botrylloides diegensis

LR828517.1/38-543 Botrylloides leachii
,02 MW579604.1/40-545 Botrylloides diegensis

ON098238.1/55-560 Botrylloides sp.
16 IMS260-20|/28-533 Botrylloides israeliense
.{‘ -16 MG009580.1/1-446 Botrylloides israeliense
121 MN076468.1/1-486 Botrylloides sp.

,03 IMS261-20|/28-533_Botrylloides israeliense
.03 IMS263-20|/44-549_Botrylloides israeliense

0 MK978805.1/1-456 Botrylloides sp.

MT873571.1/32-537 Botrylloides sp.
_ﬂag MT873572.1/32-537 Botrylloides jacksonianum
0P221169.1/22-527 Botryllus sp. hu
0 BANEMO035-23/1-499_Botryllus humilis
,DE 0P221215.1/52-557 Botryllus sp. hu
.00 BANEM033-23 /5-503_Botryllus humilis
Q pﬁ BANEMO032-23/8-513_Botryllus humilis
_QE BANEMO052-23/1-492_Botryllus humilis
,00 IMS259-20|/8-513_Botryllus humilis
Q8 MG009581.1/1-446 UNVERIFIED: Botrylloides anceps
Q2 IMS264-20/41-546 Symplegma brakenhielmi
ﬁ.oz MW278788.1/32-537 Symplegma sp.
.19 MW285134.1/43-548 Symplegma brakenhielmi
19 MT232734.1/22-527 Symplegma brakenhielmi
L 1.00 oNp53359.1_1-490_Botryllus sp.
OP221157.1/1-491 Botryllus sp.

—

0.10

resents present study samples.
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0 Jﬁ% KJ725160.1/1-542 Aplidium fuscum 12 OTUs
0 88 AY600975.1/1-548 Aplidium fuscum —— Same OTU
1,00 AY600967.1/1-548 Aplidium pseudolobatum
I:[((;KY111413.1/1—531 Aplidium stellatum
]D.Q
0.9
b

KY111411.1/1-531 Aplidium stellatum
1!; MK308069.1/1-532 Aplidium stellatum
]

Different OTU

o

12:00 KY111414.1/1-531 Aplidium stellatum
KY111412.1/1-531 Aplidium stellatum

39 K1632946.1/1-542 Aplidium conicum
%39 AY600969.1/1-548 Aplidium conicum
MT873557.1/7-558 Aplidium elegans
,0 MT873556.1/7-558 Aplidium elegans
AY600971.1/1-548 Aplidium elegans
,01MT873558.1/7-558 Aplidium elegans
.01 OND59140.1/1-552 Aplidium sp.
.01 OND59139.1/1-552 Aplidium sp.
| 1.00 KF309621.1/1-542 Morchellium argus
KF309553.1/1-552 Aplidium accarense
.0 MT873555.1/7-558 Aplidium accarense
.0 KF309558.1/1-552 Aplidium accarense
.01KF309584.1/1-552 Aplidium accarense

L .07 KF309585.1/1-552 Aplidium accarense
L___1.00 KkF309620.1/1-552 Morchellium argus

100 3725161.1/6-557 Synoicum castellatum

M19_714-1265- Polyclinum constellatum
KX650786.1/33-583 Polyclinum indicum
KX650778.1/1-546 Polyclinum indicum
KX650785.1/30-581 Polyclinum indicum
KX650782.1/119-670 Polyclinum indicum
KX650776.1/1-539 Polyclinum indicum

9 M7-2_80-631- Polyclinum constellatum
KP072781.1/1-520 Polyclinum indicum
M18_434-985- Polyclinum constellatum
KX650781.1/51-602 Polyclinum indicum
0 MT873559.1/7-558 Polyclinum constellatum
.0 KX650780.1/2-553 Polyclinum indicum
04 :01MT637964.1/1-527 Polyclinum constellatum
.012.00 M6-2_12-547- Polyclinum constellatum
-3 ""10.00 M20_18-546- Polyclinum constellatum
,01 KX650774.1/4-551 Polyclinum indicum
0.0 .01 KX650784.1/23-574 Polyclinum indicum
41 M9_10-546- Polyclinum constellatum
e .QEI 4-1KT345963.1/1—521 Polyclinum indicum voucher
42 KX650777.1/1-531 Polyclinum indicum
Q@ KX650783.1/44-595 Polyclinum indicum
9.5{: M8_239-790- Polyclinum constellatum
.00 M1_689-1240- Polyclinum constellatum
—
0.10

Fig. §5: PTP score of Polyclinidae. Blue lines represent different OTUs, red lines represent the same OTUs. Red letter
represents present study samples.
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L.00 KU667269.1/38-552 Didemnum sp.

K1725167.1/34-548 Didemnum sp.
KU221208.1/32-546 Didemnum sordidum
JQ731739.1/12-526 Didemnum patulumh

2 01JL..‘?.?KF309576.1/32-546 Didemnum fulgens
L 0.9/Kk1725152.1/37-551 Didemnum fulgens

39 OTUs
Same OTU

Different OTU

F309622.1/32-546 Didemnum pseudovexillum
KF309573.1/32-546 Didemnum pseudovexillum

MT637980.1/1-512 Didemnum sp.
U221193.1/33-547 Didemnum cineraceum

1.00 KU221152.1/33-547 Didemnum cineraceum

0,98 KU221223.1/32-546 Didemnum mutabile
KU221207.1/5~2—546 Didemnum mutabile

MK308192.1/32-546 Didemnum sp.
KU221219.1/33-547 Didemnum cuculliferum

L.00) R136925.1/34-548 Didemnum sp
1.00 MT637936.1/7-521 Didemnum duplicatum

L.00 KU221201.1/33-547 Didemnum fragile

KU221196.1/33-547 Didemnum granulatum
KU221191.1/33-547 Didemnum granulatum

MT637984.1/1-512 Didemnum conchyliatum

KU221215.1/32-546 Didemnum granulatum
EU419408.1/32-546 Didemnum sp.

JQ692626.1/40-554 Didemnum incanum
_q_—W(Ll§1225.1/32-546 Didemnum membranaceum
JQ731742.1/41-555 Didemnum sp.
U221189.1/33-547 Didemnum psammatodes
MT637951.1/10-524 Didemnum psammatodes

EU742661.1/32-546 Didemnum psammatode

K1725154.1/43-557 Didemnum vexillum
JQ731747.1/46-560 Didemnum sp.

JQ013198.1/31-545 Didemnum granulatum
0_39| IK,] 725155.1/25-539 Didemnum granulatum
0.36 JF738060.1/32-546 Didemnum vexillum

JF738069.1/32-546 Didemnum vexillum
JF738061.1/32-546 Didemnum vexillum

KX138490.1/33-547 Didemnum perlucidum
KY741541.1/22-536 Didemnum etiolum

MT637962.1/5-519 Didemnum perlucidum
KU883151.1/42-556 Didemnum perlucidum
Didemnum_perlucidum_C3
Didemnum_perlucidum_C2

.0 MN184710.1/42-556 Didemnum perlucidum
) ,00 JQ731735.1/40-554 Didemnum perlucidum

.0

.02 KX650791.1/85-599 Didemnum perlucidum
.00 KU667270.1/25-539 Didemnum perlucidum

1£‘ .00 KR537439.1/25-539 Didemnum perlucidum

:02MH824680.1/25-539 Didemnum perlucidum

KX641024.1/43-557 Didemnum sp.
100 )221211.1/32-546 Didemnum apuroto
o 1.00 K¥111418.1/11-525 Didemnum lutarium

EU419456.1/32-546 Didemnum albidum
Hﬂ KJ1725159.1/31-545 Didemnum albidum
L.00 FU419432.1/32-546 Didemnum albidum
L.00 KU221210.1/32-546 Didemnum ligulum

.| I 1.00 MW363021.1/13-527 Didemnum sp.
I—L.D.DKU221202.1/33-547 Didemnum ligulum

—
0.10

Fig. S6: PTP score of Didemnidae. Blue lines represent different OTUs, red lines represent the same OTUs. Red letter
represents present study samples.

12 Medit. Mar. Sci., suppl.data, 24/3 2023, 1-15



S
a)

Fig. §7: LnL values of MrBayes analyses, a) Styeliadae, b) Aplousobranchia c¢) Didemnidae.

Fig. §8: Blastogenic cycle of Botrylloides sp. Dorsal and ventral view of the Blastogenic stages; a-b) stage-D (Jun 07,
2018), c-d) stage-A (Jun 08, 2018), e-f) stage-B (Jun 09, 2018), g) Dorsal-stage C (Jun 10, 2018), h) Dorsal — stage D (Jun
11,2018).
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Fig. §9: Color morphotypes of Botryllus humilis, L3, L4 L6 from Hatay (Konacik), C6 Antalya (Alanya), M2 16 Mersin
(Mezitli).

Fig. S10: When the zooid size of Botryllus humilis reached up to 2 mm (the photograps were captured via a cell phone).
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Fig. S11: Ovary and testes of Botryllus humilis (L6). a) yellow frame is representing heart border; green frame is testis and
blue frame is ovary. b) the picture is captured by focusing the testes with only overhead light option.

Fig. S§12: Large, condensed ampullas and irregular, small zooids of 3 years old Botryllus humilis colony.
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