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Abstract

The Salento Peninsula represents the eastern-most edge of the Italian Peninsula, and one of the first areas to be invaded by
thermophilic non-indigenous species. The diversity of non-indigenous polychaetes occurring along the Salento Peninsula is re-
viewed based on literature data and new samples. Overall, fifteen non-indigenous polychaetes were recorded; among them, Syllis
similisunzima is reported for the first time in the Mediterranean Sea; Lepidonotus tenuisetosus is recorded for the first time in
Italian waters; Pseudonereis anomala, until now known only for Sicily, is reported for the first time from the Italian Peninsula;
Dorvillea similis is a first record for the Tonian and Adriatic Sea. 16S rDNA and COI sequences were obtained for eleven species,
allowing us in some cases to confirm their identity and/or geographical origin, while in the case of some species they represent the

first molecular data ever obtained.
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Introduction

Non-indigenous species (NIS) can be regarded as one
of the main elements contributing to the current biodi-
versity crisis (Olson et al., 2002). In the Mediterranean
Sea, NIS have been the focus of several studies detailing
their distribution (Zenetos et al., 2017; 2022), their im-
pact (Tsiamis et al., 2020; Tsirintanis et al., 2022) and
potential mitigation and management strategies (Galil et
al., 2018; Ojaveer et al., 2018). However, in several cases
the study of NIS is hindered by uncertainties surrounding
their taxonomy or their native range, and a sizable part
of the species reported as non-indigenous in the Mediter-
ranean Sea are considered questionable (Zenetos et al.,
2005a; Tsiamis et al., 2018). Uncertainties surrounding
NIS typically refer to either the origin or the taxonomic
identity of the organisms, or the reliability of the record
(Marchini et al., 2015; Langeneck et al., 2020; Galanidi
et al., 2023). In the case of cryptogenic species, the tax-
onomic identity of the species is not in question, but the
available data do not allow to precisely reconstruct their
native and introduced range (Carlton, 1996). Cryptogenic
species are particularly frequent among species associat-
ed with fouling communities, the introduction of which
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dates back to the 19™ Century or before (Maltagliati et
al., 2016; Sun et al., 2017); moreover, some recently de-
scribed species with type locality in the Mediterranean
Sea are potentially non-indigenous and would fall with-
in this category (Langeneck et al., 2020; Rousou et al.,
2023). Uncertainties about alleged areas of introduction
led to consider some species questionable (Keppel et al.,
2019; Langeneck et al., 2020; Lee et al., 2020a); in this
case, taxonomic revisions based on integrative taxono-
my are often needed to disentangle issues surrounding
their identity. In some cases, however, non-indigenous
species are considered questionable because their record
is based on species lists in community ecology papers,
without any detailed description and/or deposited mate-
rial allowing for further actual comparisons (Faulwetter
et al., 2017; Langeneck et al., 2020). Regrettably, these
last taxa are often reported in national and international
checklists and even included in local/regional identifica-
tion keys (e.g. D’Alessandro et al., 2016a), increasing the
risk of further misidentification and spread of errors.

Not all taxonomic groups are affected by the same
degree of uncertainties about their introduction status.
Some groups, such as fish, decapods and molluscs, have
been addressed in a series of useful atlases (Zenetos et
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al., 2005b; Galil et al., 2008; Golani et al., 2013) and,
even though the taxonomy of some species within these
groups has only recently been clarified (Malaquias &
Reid, 2008; DiBattista et al., 2012; Russell et al., 2015),
uncertainties are relatively rare in comparison with oth-
er groups, and the identification of a new NIS is usual-
ly rather solid. On the other hand, biogeographical and
taxonomic uncertainties are rather widespread in some
taxonomic groups (Marchini & Cardeccia, 2017; Gomez,
2019; Micael et al., 2019), including polychaete annelids
(Del Pasqua et al., 2018; Langeneck et al., 2020). In the
case of polychaete annelids, uncertainties surrounding
the identity and/or origin of newly recorded species are
a particularly relevant issue. In the review conducted by
Cinar (2013), approximately 17% of the polychaete spe-
cies recorded as non-indigenous are in fact cryptogenic,
while questionable non-indigenous species accounted for
23% of the non-indigenous polychaetes listed by Zenetos
et al. (2005a) for the Mediterranean Sea as a whole, and
for 47% of the non-indigenous polychaetes reported for
the Italian coastline (Langeneck ef al., 2020). An accurate
definition of the identity, origin and biology of non-indig-
enous species is necessary in order to understand path-
ways of introduction, to infer possible impacts on the
native assemblages, to correctly predict invasion scenar-
ios, and ultimately to plan mitigation and management
strategies (Douglas et al., 2009; Del Pasqua et al., 2018;
Bishop & Darbyshire, 2023; Golo et al., 2023).

In this context, the increasing use of integrative tax-
onomy to unravel the diversity of marine organisms
becomes a crucial tool in order to understand the iden-
tity and origin of alleged NIS, and to confirm or confute
their non-indigenous status (Sun et al., 2017; Simon et
al., 2019; Kupriyanova et al., 2022; Radashevsky et al.,
2023). Moreover, in the last few decades, environmen-
tal DNA (eDNA) has been widely employed to indirect-
ly reconstruct the diversity of natural assemblages (Yu
et al., 2012; Leray & Knowlton, 2015; Goldberg et al.,
2016) and it has also been successfully employed to trace
the early stages of invasion of non-indigenous species
(Brown et al., 2016; Parrondo et al., 2018; van den Heu-
vel-Greve et al., 2021). However, metabarcoding studies
based on eDNA are dependent on the presence of reliable
barcoding libraries, which are still under development for
most marine invertebrates occurring in European waters
(Lobo et al., 2016; Weigand et al.,, 2019; Vieira et al.,
2021). The same situation concerns non-indigenous in-
vertebrates, which are only partially covered by available
barcoding libraries (Lavrador et al., 2023). According to
Lavrador et al. (2023), barcoding data are available for
only 63 out of the 220 marine annelid species reported
as non-indigenous for European waters, corresponding
to 28.6%. Moreover, only a minor part of the barcodes
shows univocal correspondence between Barcoding In-
dex Numbers (BINs) and nominal species, while most re-
cords are characterised either by multiple BINs assigned
to the same nominal species, highlighting the possible
presence of cryptic species, or by various inconsisten-
cies between BINs and morphologically identified taxa
(Lavrador et al., 2023). It is therefore clear that the data
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currently available hardly allow a straightforward appli-
cation of metabarcoding techniques to the study of the
spread of non-indigenous marine annelids; before this
kind of monitoring can even start, reliable barcoding li-
braries should be built.

This contribution has the aim of detailing new records
of non-indigenous annelids along the Salento coastline,
which represents a biogeographical crossroads among the
eastern and the western Mediterranean, and the Adriatic
Sea (Musco & Giangrande, 2005), also providing barcod-
ing data for the majority of the recorded species, espe-
cially those suffering from uncertainties in morphological
identification. This paper also aims to discuss the state of
molecular libraries referring to non-indigenous annelids
in European waters.

Material and Methods

The Salento Peninsula is a geographical region at the
southern end of the administrative region of Apulia in
southern Italy. This area represents the eastern-most edge
of the Italian Peninsula, extending in direction NW — SE
between approximately 40.5 and 39.5 °N, and 17.25 and
18.45° E, for approximately 100 km, with a linear ex-
tension of the coast around 260 km, and with an average
width of 30-40 km. The western coast of Salento, facing
the Gulf of Taranto (Northern Ionian Sea), extends from
Taranto to Cape Santa Maria di Leuca, and includes the
Marine Protected Area (MPA) of Porto Cesareo. The east-
ern coast of Salento extends from Brindisi to Cape Santa
Maria di Leuca and is characterised by a more complex hy-
drography, as its northern part faces the Southern Adriatic
Sea, its middle part faces the Strait of Otranto (considered
as a transitional area between the Ionian and the Adriatic
Sea), while its southern part faces the North-Eastern loni-
an Sea (Bianchi et al., 2012). The continental shelf is dis-
tinctly wider along the north-eastern part of the Salento
Peninsula, which is mostly characterised by soft bottoms,
while depth increase is steeper along the southern and
western parts of the peninsula, with a prevalence of hard
bottoms (Accogli et al., 1993; Belmonte, 1993). Due to
its geographical position, the Salento Peninsula often rep-
resents the first area where thermophilic non-indigenous
and neonative species are observed in Italian waters (Gui-
detti et al., 2012; Di Martino & Stancanelli, 2021; Toso
& Musco, 2023) and might represent an early warning
area for bioinvasions in the lonian Sea and Adriatic Sea
(Toso et al., 2020; Toso et al., 2022; Grech et al., 2023).
Additionally, the presence of important commercial and
touristic ports, such as Brindisi and Taranto, an array of
marinas, as well as aquaculture activities, make this area
particularly susceptible to marine bioinvasions (Rubino
et al., 2011; Cecere et al., 2016; Tempesti et al., 2020a;
Toso et al., 2022).

Sampling activities were carried out along the coast
of the Salento Peninsula between May 2022 and Novem-
ber 2023, focusing primarily on areas characterised by
high likelihood of occurrence of non-indigenous species,
such as ports and brackish-water environments. Whenev-
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er possible, samples were sorted while organisms were
alive, and polychaetes were isolated, photographed in the
BioForIU Laboratory of the Salento University using a
stereomicroscope SMZ 25 equipped with DS-Ri2 video
camera and a video-interactive image analysis system
NIS—-Elements BR 4.30.02 Nikon Instruments software,
then fixed in either 70% or 96% molecular grade etha-
nol. Individuals of non-indigenous polychaetes were pre-
served in the polychaete collection of the Marine Biology
Museum of the University of Salento, located in Porto
Cesareo (Giangrande et al., 2015).

A small tissue fragment (I mm?® or less) was removed
from the individual, taking care not to damage or destroy
any diagnostic features, and employed for DNA extrac-
tion. Total genomic DNA was extracted using the salt-
ing-out protocol (Aljanabi & Martinez, 1997) with the
modifications detailed in Furfaro et al. (2022). The mito-
chondrial regions coding for 16S rRNA and cytochrome ¢
oxidase subunit I (COI) were amplified. 16S rDNA ampli-
fication was obtained using the primer pair 16SL (5’-CG-
CCTGTTTAACAAAAACAT-3") and H3080 (5’-CCG-
GTCTGAACTCAGATCACGT-3") (Palumbi et al,
1991), whereas for COI amplification the annelid-specif-
ic primers POLYLCO (5’-GAYTATWTTCAACAAAT-
CATAAAGATATTGG-3’) and POLYHCO (5°-TA-
MACTTCWGGGTGACCAAARAATCA-3’) (Carr et
al., 2011) and the universal degenerate primers jGL-
CO1490 (5’-TITCIACIAAYCAYAARGAYATTGG-3’)
and jGH2198 (5’-TAIACYTCIGGRTGICCRAARAAY-
CA-3’) (Geller et al., 2013) were employed. Polymerase
chain reaction (PCR) amplifications were carried out in
20 pL solutions using 4 pL of FIREPol® Master Mix (So-
lis BioDyne), 0.1 uM of each primer and 1 pL of template

DNA. For 16S rDNA the PCR profile was set as follows:
initial denaturing step at 94 °C for 4 min, 35 cycles of
denaturing at 94 °C for 30 s, annealing at 50 °C for 30
s, and extending at 72 °C for 45 s, with a final extend-
ing step at 72 °C for 7 min. For COI, annealing temper-
ature was set at 45 °C and the PCR profile included 40
cycles. A negative control was included in each reaction.
PCR products were sent to Macrogen Europe for purifi-
cation and sequencing. Molecular data were uploaded in
BOLD (https://www.boldsystems.org) within the project
MAPWORMS - Mimicking Adaptations and Plasticity in
WORMS.

Non-indigenous species of annelid were categorised
into the three categories employed by Langeneck et al.
(2020). Accordingly, alien species were defined as spe-
cies whose status of NIS can be confirmed based on the
absence of discrepancies in morphology and/or genet-
ics with the original description, and on the absence of
doubts on their origin. Cryptogenic species were defined,
in agreement with Carlton (1996), as species with reason-
ably clear taxonomy that are not demonstrably native nor
introduced. Lastly, questionable species were defined,
following Tsiamis et al. (2018), as species recorded as
NIS in Mediterranean environments, but showing dis-
crepancies in morphology and/or genetics towards topo-
typic individuals.

Results
During the sampling period, individuals belonging to

15 non-indigenous species (Table 1) were sampled in 23
stations along the whole coast of the Salento Peninsula

Table 1. Non-indigenous annelid species recorded along the coast of Salento, with date of first record in the Mediterranean Sea
and off Salento, introduction status in agreement with Langeneck et al. (2020) and molecular data available.

Species First rfecord in the First record off Introduction Molecular
Mediterranean Salento status data
Branchiomma boholense (Grube, 1878) 1927 (Israel) 2004 Alien COlI
Branchiomma luctuosum (Grube, 1870) 1981 (Italy) 1988 Alien COlI
Dorvillea similis (Crossland, 1924) 2005 (Turkiye) 2022 Alien COI, 16S
Hydroides dianthus (Verrill, 1873) Before 1865 (Tiirkiye) 1964 Questionable -
Hydroides dirampha (Morch, 1863) 1866 (Italy) 2013 Alien -
Hydroides elegans (Haswell, 1883) Before 1844 (Italy) 1964 Alien -
Lepidonotus tenuisetosus (Gravier, 1902) 2018 (Tunisia) 2023 Alien COlI
Lumbrineris perkinsi Carrera-Parra, 2001 1973 (Spain) 1985 Alien COlI, 16S
Naineris setosa (Verrill, 1900) 2003 (Italy) 2003 Alien COlI
Neopseudocapitella brasiliensis Rullier &  Before 1978 (Croatia) 2019 Questionable -
Amoureux, 1979
Nereis aff. agulhana Day, 1963 1983 (Spain) Before 2008 Questionable COlI, 16S
Palola valida (Gravier, 1900) 2005 (Tirkiye) 2018 Alien COI, 16S
Prionospio cf. depauperata Tmajima, 1990 2005 (Tirkiye) 2018 Questionable COI, 16S
Pseudonereis anomala Gravier, 1899 1933 (Egypt) 2022 Alien COI, 16S
Syllis similisunzima San Martin, Lucas & 2023 (Italy) 2023 Alien COI

Hutchings, 2023
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(Fig. 1). Amplification of at least one of the two mito-
chondrial genes was obtained for individuals of 11 spe-
cies, while the amplification of mitochondrial genes was
not possible for representatives of the families Capitelli-
dae and Serpulidae, as already revealed by previous stud-
ies (Sun et al., 2012; J. Langeneck, pers. obs.).

Family Capitellidae Grube, 1862

Neopseudocapitella brasiliensis Rullier & Amoureux,
1979

Material examined. Cerano, Southern Adriatic Sea
(40.57007°N; 18.0529°E), 11.5 m, coarse sand, 14 Sep-
tember 2022: 1 individual. Brindisi, Southern Adriatic
Sea (40.66622°N; 17.95465°E), 9 m, fine sand, 15 Sep-
tember 2022: 2 individuals.

Molecular data. None.

Remarks. This species (the only one in the monotypic
genus Neopseudocapitella Rullier & Amoureux, 1979)
can be easily identified among all Mediterranean Capitel-
lidae, with the exception of Mastobranchus trinchesii Ei-
sig, 1887, for the co-occurrence of capillary chaetae and
hooks in the anterior abdominal notopodia; it can be dis-
tinguished from M. trinchesii because of the absence of
branchiae and because capillary chaetae are present at the
notopodium to the 37" chaetiger and gradually decrease
in number towards the pygidium, while in M. trinchesii
branchiae are present, capillary chaetae are present at the
notopodium to the 77" chaetiger, and the ratio between
capillary chaetae and hooks does not change towards the
pygidium. This species has been reported as non-indige-
nous from the whole Mediterranean Sea (Zenetos et al.,
2010). However, individuals from the Mediterranean Sea
show clear differences in comparison with the original
description, in particular referring to the number of ab-

dominal chaetigers with capillary chaetae, which might
suggest that they belong to a different, undescribed,
and possibly indigenous species of Neopseudocapitella
(Parapar et al., 2015).

Distribution in the study area. Reported from the sed-
iment under aquaculture cages off Taranto (Langeneck
et al., 2020). Along the Italian coastline this species has
been reported mostly in the North Adriatic (Castelli et al.,
2008; Mikac, 2015) and in the Tonian Sea (Castelli et al.,
2008; Langeneck et al., 2020). The present data extend its
known distribution to the Southern Adriatic Sea.

Family Dorvilleidae Chamberlin, 1919

Dovrvillea similis (Crossland, 1924) (Fig. 2a)

Material examined. Marina di Pulsano, Ionian Sea
(40.35069° N; 17.36656° E), intertidal, on natural
hard bottom amongst coralline algae, 19 July 2022: 1
specimen. Baia d’Argento, lonian Sea (40.36134° N;
17.34014° E), 7 m, on stone among sciaphilous algae,
5 October 2023: 1 specimen. Tricase, Strait of Otranto
(39.93116°N; 18.3957°E), 1 m, on artificial hard sub-
strate with sciaphilous bryozoans, 28 January 2023: 5
specimens. Brindisi, Southern Adriatic Sea (40.66103°
N; 17.96413° E), 1 m, on artificial hard substrate with
mussels, 01 February 2023: 5 specimens; same locality
and environment, 09 November 2023: 13 specimens.
Molecular data. COI and 16S sequences were obtained
for two individuals sampled in the port of Tricase (Gen-
Bank accession numbers: COI: OR795506-OR795507;
16S: OR795535-OR795536). COI gave a 98-99% identi-
ty in both GenBank and BOLD with an unidentified poly-
chaete sampled in the Red Sea in association with sponges
(GenBank accession numbers: KY262757, KY263450,
Kandler et al., 2019). Molecular data allow us therefore
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Fig. 1: Map of the Salento Peninsula, showing historical (rounds) and new (stars) records of fifteen non-indigenous polychaetes.
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2 mm

Fig. 2: Live specimens of non-indigenous polychaetes: a) Dorvillea similis; b) Palola valida; c) and d) Lumbrineris perkinsi. All
specimens have been sampled in the port of Tricase (north-eastern Ionian Sea).

to confirm the Lessepsian affinity of this species. The
highest identity for 16S in GenBank was relatively low
(83%) and was retrieved with Dorvillea erucaeformis
(Malmgren, 1865) (accession numbers: AY838827,
GQ478122). The identity with the two sequences of D.
similis available on GenBank (COI: accession number
DQ317857; 16S: accession number DQ317915), both be-
longing to a specimen with unknown origin used as out-
group by Schulze (2006), was very low (78% and 80%,
respectively).

Remarks. The examined individuals match well the
available descriptions (Crossland, 1924; Cinar, 2009)
and iconography (Corsini-Foka et al., 2015; Dragicevi¢
et al., 2019). In particular, the live colour, characterised
by single, fragmented, orange transverse bands, particu-
larly evident in the anterior part of the body (Fig. 2a),
is clearly different from the characteristic colour of the
widespread native Dorvillea rubrovittata (Grube, 1855).
Also, the jaw apparatus, characterised by the absence of
jaw pieces with an elongated, thread-like central tooth, is
very different from that of D. rubrovittata and allows a
ready identification of this species.

Distribution in the study area. This is the first record of
D. similis along the Salento coastline, as well as the first
record in both the Ionian and the Adriatic Sea. This species
occurs on both natural and artificial hard bottoms, con-
firming the ecological requirements reported in previous
works (Cinar, 2009; Tempesti et al., 2022). Elsewhere,
D. similis is known from Tiirkiye (Cinar, 2009), Cyprus
(Rousou et al., 2023), Greece (Corsini-Foka et al., 2015)
and the Tyrrhenian Sea (Dragicevi¢ et al., 2019; Lange-
neck et al., 2020; Tempesti et al., 2022). Moreover, an in-
dividual from Algiers, briefly described by Jumars (1974)
as D. rubrovittata, is characterised by jaw pieces without
the elongated, thread-like central tooth typical of this spe-
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cies, and seems closer to D. similis, suggesting that the
occurrence of this species in the Mediterranean Sea might
date back to the 1970s. However, Jumars (1974) did not
fully describe this specimen, and only depicted a single
jaw piece, therefore the evidence for the identity of the
Algerian individual with D. similis is inconclusive.

Family Eunicidae Berthold, 1827

Palola valida (Gravier, 1900) (Fig. 2b)

Material examined. Tricase, Strait of Otranto
(39.93116°N; 18.3957°E), 1 m, on artificial hard sub-
strate with sciaphilous bryozoans, 28 January 2023: 1
specimen.

Molecular data. COI and 16S sequences were obtained
for the individual reported (GenBank accession numbers:
COI: PP067668; 16S: OR795540). COI gave a 83% iden-
tity with Palola sp. from Lizard Island, Australia (acces-
sion number:  KT124726) on Genbank, and a 84%
identity with Palola sp. from Kosrae, Micronesia (Schul-
ze, 2006; DQ317827) on BOLD). The identity with se-
quences assigned to Palola siciliensis (Grube, 1840)
(GenBank accession numbers: MW277869, MW278709)
was lower (around 80-81%); however, these sequences
refer to specimens from the Hawaii, while Mediterrane-
an COI sequences assigned to P. siciliensis seem to be
altogether missing from all databases. The 16S sequence
gave a 92% identity with a Palola sp. from Kosrae, Mi-
cronesia (Schulze, 2006; GenBank accession number:
DQ317885), while the identity with Palola siciliensis
(Grube, 1840) from the Mediterranean Sea (Zanol et
al., 2010: GenBank accession number: GQ478168) was
much lower (83%).

Remarks. Palola valida is very similar to the native P. si-
ciliensis; the main differences concern the jaw apparatus
(with asymmetrical M2 and M3 in P. valida, symmetrical
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in P, siciliensis) and the live colour, overall whitish in
P, siciliensis and brownish with honeycomb-like whitish
pattern in P. valida, which is often preserved in fixed indi-
viduals. The individual found in the port of Tricase shows
a good correspondence in size and general features with
the description by Kurt Sahin & Cinar (2009) of individ-
uals from the Levant Sea.

Distribution in the study area. Reported until now only
for the Strait of Otranto (Gravina et al., 2021; present
data). The only other record refers to individuals sampled
in a mesophotic assemblage dominated by Neopycnodon-
te cochlear (Poli, 1795) together with the native P. sicil-
iensis. As coralligenous and mesophotic habitats are usu-
ally characterised by a low incidence of non-indigenous
species, and considering the presence of the native conge-
neric species, we suspect that the previous record might
represent a misidentification of P. siciliensis. Elsewhere
in the Mediterranean Sea this species is currently known
for the Levant Sea (Kurt Sahin & Cinar, 2009; Rousou et
al., 2023), the Aegean Sea (Cinar & Dagli, 2021) and the
eastern Adriatic Sea (Spagnolo et al., 2019).

Family Lumbrineridae Schmarda, 1861 (Fig. 2¢-d)
Lumbrineris perkinsi Carrera-Parra, 2001

Material examined. Taranto, lonian Sea (40.47628° N;
17.2474° E), 1 m, on artificial hard bottom inside spong-
es, 17 May 2023: 1 specimen. Porto Cesareo, lonian Sea
(40.2565° N; 17.89197° E), intertidal, on artificial hard
bottom amongst coralline algae, 01 June 2022: 1 spec-
imen. Gallipoli, Ionian Sea (40.05781° N; 17.98556°
E), 1 m, on artificial hard substrate amongst mussels,
26 April 2023: 4 specimens. Tricase, Strait of Otranto
(39.93116°N; 18.3957°E), 1 m, on artificial hard sub-
strate with sciaphilous bryozoans, 28 January 2023: 22
specimens.

Molecular data. COI and 16S sequences were obtained
for two individuals sampled in the port of Tricase (Gen-
Bank accession numbers: COI: OR795510-OR795511;
16S: OR795537-OR795538). COI sequences showed a
99%-100% identity with L. perkinsi on both GenBank
and BOLD (GenBank accession number: KP254185;
BOLD sequences private). 16S sequences showed a 93%
identity with Lumbrineris inflata Moore, 1911 (GenBank
accession number: AY838832).

Remarks. The examined individuals match other Med-
iterranean individuals examined in previous studies
(Langeneck et al., 2020; Tempesti et al., 2022) and the
descriptions by Carrera-Parra (2001; 2006) and Cinar
(2009). In addition, the live colour pattern of L. perkin-
si depicted in Carrera-Parra (2009), characterised by the
presence of two dark transverse stripes in anterior chae-
tigers, is identical to the one identified in the Mediterra-
nean individuals (Fig. 2c; see also Campoy, 1982) and
makes this species unmistakable among Mediterranean
Lumbrineridae. Langeneck et al. (2020) suggested con-
sidering this species as questionable due to the extremely
wide distribution of individuals morphologically consist-
ent with this taxon, which casts doubts on the origin of
this species. Nonetheless, while the origin of this taxon
is still uncertain, its reports in the Mediterranean Sea are
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recent enough to confirm its status of non-indigenous
species. In contrast with Langeneck et al. (2020), and in
agreement with Zenetos et al. (2022), we regard this spe-
cies as a confirmed NIS in the Mediterranean Sea.
Distribution in the study area. This species is widespread
along the whole coastline of Salento. The first record
(which was overlooked by Langeneck et al., 2020) refers
to artificial hard bottoms in Taranto (Gherardi et al., 1985
—as L. inflata). The species was later reported for Brindisi
(Langeneck et al., 2020), even though precise georefer-
enced data are not available. In this study the distribution
is extended to include the ports of Tricase and Gallipoli,
as well as artificial hard bottoms in the bay of Porto Ce-
sareo. The species occurs in the Mediterranean Sea since
the 1970s (Campoy, 1982), even though the first records
have been reported as L. inflata; the descriptions given by
Giangrande et al. (1981) and Campoy (1982) correspond
to L. perkinsi. Elsewhere, the species was reported for
Israel (Langeneck et al., 2020), Tiirkiye (Cinar, 2009),
France (Tempesti et al., 2022) and Spain (Campoy, 1982
— as L. inflata), while records for Greece cannot be con-
firmed (Faulwetter et al., 2017). In Italian waters L. per-
kinsi was firstly recorded from Ischia (Giangrande et al.,
1981 — as L. inflata), and seems to be rather widespread
in the Northern Tyrrhenian Sea (Langeneck et al., 2020;
Tempesti et al., 2022).

Family Nereididae de Blainville, 1818

Nereis aff. agulhana Day, 1963 (Fig. 3)

Material examined. Strea Inlet, Porto Cesareo, Ionian
Sea (40.24474° N; 17.90515° E), 0.5 m, on fine sand and
shell grit among Cymodocea nodosa, 06 October 2022: 5
specimens.

Description. All specimens very small. Complete in-
dividual with 52 chaetigers for 7.29 mm total length,
0.43 mm maximum width without parapodia (0.57-0.66
mm in incomplete specimens), 1.36 mm length at the
10% chaetiger (1.68-1.69 mm in incomplete specimens).
Prostomium pear-shaped, slightly longer than wide, an-
teriorly truncated; antennae tapered, 2/3 of the prostom-
ium length, palps shorter than antennae, with bulky, cy-
lindrical palpophore and ogival, small palpostyle. Four
sub-equal dark red eyes (black in preserved material)
arranged in a rectangle. Four pairs of peristomial cirri;
longest pair of peristomial cirri reaching the 5" chaetiger
backwards, second-longest pair of peristomial cirri reach-
ing the 2" chaetiger backwards, remaining pairs reaching
the 1% chaetiger. Peristomium achaetous, approximately
half the length of the prostomium. Pharynx muscular,
armed with corneous jaws bearing 10-11 well-developed
teeth. Area I with 1 conical paragnath; areas II with 3
conical paragnaths; area III without paragnaths; area IV
with 3-4 paragnaths; areas V and VI seemingly without
paragnaths; areas VII-VIII with a continuous series of 3-5
rounded paragnaths.

Parapodia biramous, with two stocky, dark aciculae,
dorsal cirri tapered, short. Pattern of ligulae and lobes
showing a limited variation along the body. Dorsal ligule
conical, well-developed throughout the body, notopodial
pre-chaetal lobe well-developed, bluntly conical, medi-

189



.\

Fig. 3: Nereis cf. agulhana from the Strea Inlet. a) live specimen, anterior part of the body; b) notopodial homogomph spiniger
from anterior parapodia; c) blade of neuropodial homogomph spiniger from anterior parapodia; d) neuropodial heterogomph spini-
ger from anterior parapodia; ¢) neuropodial heterogomph falciger from anterior parapodia; f, g) neuropodial heterogomph falcigers
from midbody parapodia; h) neuropodial heterogomph falciger from posterior parapodia; i) blade of notopodial homogomph
spiniger from posterior parapodia; j) blade of neuropodial homogomph spiniger from posterior parapodia.

an ligule as large as dorsal ligule. Neuroacicular ligule
conical, short, ventral ligule conical, shorter than dorsal
and median ligule, ventral cirri tapered, short. Anterior
parapodia with 4 homogomph spinigers at the notopo-
dium (Fig. 3b), 2-3 homogomph spinigers (Fig. 3c), 1-2
heterogomph spinigers (Fig. 3d), and 4-5 heterogomph
falcigers (Fig. 3e) with rather elongated blades at the neu-
ropodium. Midbody parapodia with 3-4 homogomph fal-
cigers at the notopodium, 2-4 homogomph spinigers and
5-6 heterogomph falcigers at the neuropodium (Fig. 3f,
g). Posterior parapodia with 3-4 homogomph spinigers
at the notopodium (Fig. 31), 2-3 homogomph spinigers, 1
heterogomph spiniger (Fig. 3j) and 3-4 heterogomph fal-
cigers at the neuropodium (Fig. 3h). Pygidium with two
thread-like, tapering cirri, as long as the last 5-6 chaeti-
gers.

Live colour pale grey with white peristomium and 1*
chaetiger, 2™ chactiger completely brown, and a single,
unpaired dark spot along the posterior margin of chaeti-
gers 3-12, gradually fading (Fig. 3a). Traces of the live
colour often remain in preserved individuals.

Molecular data. COI and 16S sequences were obtained
for only one out of the two specimens assayed (GenBank
accession numbers: COI: OR795513; 16S: OR795539).
The COI sequence gave a 81% identity with Hediste di-
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versicolor (O. F. Miiller, 1776) on GenBank (accession
number: OP038883) and a 84% identity with Perinereis
sp. on BOLD (GenBank accession number: KX525497),
while the 16S sequence gave a 85% identity with A/iz-
ta virens (M. Sars, 1835) (GenBank accession number
OWO028587).

Remarks. Nereis agulhana, with type locality in South
Africa, was described within the genus Nereis and later
moved to Neanthes on the basis of the alleged absence
of notopodial homogomph falcigers. Lopez & Richter
(2017) stressed relevant differences between the indi-
viduals described from the Mediterranean Sea and the
original description, suggesting that Mediterranean ma-
terial might represent a different species. Later on, Vil-
lalobos-Guerrero et al. (2022) redescribed N. agulhana
on the basis of the type material, and found homogomph
falcigers in the posterior-most notopodia of the largest
individuals. This character does not match the current
definition of Neanthes and led these authors to re-estab-
lish the original combination. The individuals sampled in
the Strea inlet were very small; therefore, inconsistency
with the redescription of the type material, such as ab-
sence of homogomph falcigers, might be due to the size
of the examined material. However, some characters of
the pharynx are puzzling and might suggest a distinction
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at the species level. In particular, areas III and VI were
devoid of paragnaths in the individuals from the Strea
Inlet, while paragnaths occur in these areas in all indi-
viduals examined by Villalobos-Guerrero et al. (2022);
however, areas I and VII-VIII match those of the type
material, suggesting that these characters show a rela-
tively limited size-related variation. The presence of a
single row of paragnaths in areas VII-VIII is relatively
infrequent in Mediterranean Nereididae, and is currently
known only for N. agulhana, Nereis rava Ehlers, 1868
and Nereis usticensis Cantone, Catalano & Badalamenti,
2001. The two latter species are characterised by the pres-
ence of typical homogomph falcigers, also in individuals
of comparable size to those examined, and do not share
the peculiar live colour pattern, which is closer to that
observed in the type material of N. agul/hana. Howev-
er, considering the discrepancies observed between the
Mediterranean material and the redescription and the in-
conclusive result of the molecular analyses, we are here
regarding Nereis agulhana as a questionable non-indige-
nous species in the Mediterranean Sea.

Distribution in the study area. The species is known for
the Ionian Sea, most likely along the Salento coastline, at
least since 2008 (Giangrande in Zenetos et al., 2008). Un-
fortunately, more precise data about this early occurrence
are not available. During the present study, N. cf. agulha-
na was found only in Porto Cesareo Bay, with a relatively
abundant population. Elsewhere along the Italian coast-
line this species is currently known for the Sea of Sardin-
ia (Langeneck et al., 2020), Tyrrhenian Sea (Bedini ef al.,
2015; Langeneck et al., 2020), Strait of Sicily (Musco et
al., 2013) and Adriatic Sea (Spagnolo et al., 2019).

0.25 cm

=2

Pseudonereis anomala Gravier, 1899 (Fig. 4a-c)
Material examined. Mar Piccolo di Taranto, Ionian Sea
(40.48210° N; 17.22921° E), 1 m, on artificial hard bot-
tom amongst sponges, 5 October 2023: 2 specimens.
Marina di Pulsano, Ionian Sea (40.35069° N; 17.36656°
E), intertidal, on natural hard bottom amongst coralline
algae, 19 July 2022: 2 specimens. Porto Pirrone, Ionian
Sea (40.36520° N; 17.31723° E), intertidal, on natural
hard bottom amongst coralline algae, 5 October 2023:
12 specimens. Tricase, Strait of Otranto (39.92989°N;
17.39522°E), intertidal, on natural hard substrate among
coralline algae, 04 July 2022: 1 specimen. Same locality
and environment, 13 June 2023: 1 specimen.

Molecular data. COI sequences were obtained for two
specimens from Tricase and Marina di Pulsano, re-
spectively (GenBank accession numbers: OR795517-
OR795518) and yielded a >99% identity with Pseudo-
nereis sp. from Greece (GenBank accession numbers:
OP347391, OP347537) in both GenBank and BOLD.
The identity with four sequences deposited as P. anoma-
la (GenBank accession numbers: JX420268, JX420270,
JX420271, MZ560609) was distinctly lower (82-84%);
however, it should be noted that these sequences come
from Australia and Papua-New Guinea, quite distant
from the type locality, and might belong to a different
species. The 16S sequence was obtained from the spec-
imen from Tricase only (GenBank accession number:
OR795544) and yielded a >99% identity with Pseudo-
nereis sp. from Greece (GenBank accession numbers:
OP347584, OP347660).

Remarks. The examined individuals are relatively small
(around 0.4-1 mm maximum width), but match very well
the original description and subsequent redescriptions
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Fig. 4: Live specimens of non-indigenous polychaetes: a) Pseudonereis anomala from natural hard bottoms off Porto Pirrone,
complete specimen; b) P. anomala, everted pharynx, dorsal view; ¢) P. anomala, everted pharynx, ventral view; d) Naineris setosa
from the Mar Piccolo of Taranto, complete sub-adult specimen; e) N. setosa, detail of the anterior end.
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(Gravier, 1899; Cinar & Ergen, 2005; D’Alessandro et
al., 2016b). Dorsal cirri, which are very long and flat-
tened in large adults, are short and thin in small individ-
uals, which might be easily misidentified as the native
Perinereis cultrifera (Grube, 1840) if the pharynx is not
protracted.

Distribution in the study area. Found on intertidal coral-
line algae in the Gulf of Taranto and off Tricase, and on
sponges in the Mar Piccolo of Taranto. Interestingly, the
species seems to be more widespread in pristine natural
hard substrates than in port environments. The current
records represent the first report of P. anomala for the
Italian Peninsula. Elsewhere, along the Italian coastline
this species is only known for Sicily (D’Alessandro et
al., 2016b). Due to its invasive potential, and the possi-
bility of competitive interactions with native Nereididae
(Cinar & Altun, 2007), the spread of P. anomala along the
Salento Peninsula deserves a close monitoring.

Family Orbiniidae Hartman, 1942

Naineris setosa (Verrill, 1900) (Fig. 4d)

Material examined. Mar Piccolo di Taranto, Ionian Sea
(40.48075° N; 17.26817° E), 6 m, on hypoxic fine sand
under rhodolith bed, 07 February 2023: 4 specimens.
Brindisi, Southern Adriatic Sea (40.66103° N; 17.96413°
E), 1 m, on artificial hard substrate with mussels, 09 No-
vember 2023: 2 specimens.

Molecular data. A COIl sequence was obtained for
only one out of the two specimens assayed. This se-
quence (GenBank accession number: OR795512) gave
a 97% identity with an unidentified polychaete sampled
in a lagoon in Florida (GenBank accession numbers:
KP254343, KP254455, KP254461: Leray & Knowlton,

2015) on GenBank, while on BOLD it yielded a >99%
identity with private sequences assigned to Naineris seto-
sa, confirming both the identification and the west-Atlan-
tic origin of this species.

Remarks. Among Mediterranean Orbiniidae, N. sefosa
can be easily identified due to the combination of round-
ish to square prostomium (typical of the genera Naineris
and Protoaricia) and absence of subuluncini in thoracic
chaetigers (Blake & Giangrande, 2011). The morphology
of this species shows some ontogenetic variation: juve-
niles usually show two distinct peristomial rings, a round
prostomium, and the presence of several small eyespots,
whereas during growth the peristomial rings become
fused into a single ring, the prostomium becomes square,
and eyespots tend to disappear (Solis-Weiss & Fauchald,
1989; Blake & Giangrande, 2011).

Distribution in the study area. Originally reported for
artificial canals in an aquaculture facility near Brindisi,
southern Adriatic Sea (Blake & Giangrande, 2011) and
later found in the soft sediment under aquaculture cages
in the Mar Grande of Taranto (Langeneck et al., 2020).
The present record confirms the occurrence of this spe-
cies in the Taranto area, extending its range to the inner
basin of Mar Piccolo. Elsewhere along the Italian coast-
line the species is known for the Sea of Sardinia (Atzori et
al., 2016) and for the northern Tyrrhenian Sea (Tempesti
et al., 2020b). In the Mediterranean Sea, N. setosa was
reported for Tunisia (Khedhri ef al, 2014) and Cyprus
(Rousou et al., 2023). In all cases, occurrences of this
species are associated with organically enriched environ-
ments, as ports, coastal ponds, and aquaculture facilities.

chaeta; d) curved notochaeta; e) neurochaeta; f) left parapodium in anterior view; g) elytron.
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Family Polynoidae Kinberg, 1856

Lepidonotus tenuisetosus (Gravier, 1902) (Fig. 5)
Material examined. Brindisi, Adriatic Sea (40.34544° N;
18.35873° E), 1 m, on artificial hard substrate, 01 Febru-
ary 2023: 2 specimens.

Description. Largest individual complete, 29 chaetigers
for 15.72 mm total length, 7.72 mm length at the 10®
chaetiger, 4.22 mm maximum width. Body slightly flat-
tened, prostomium without cephalic peaks; median anten-
na with ceratophore in anterior notch, style smooth, 2%
times the prostomium length, slightly inflated subdistally.
Lateral antennae inserted terminally, with ceratophores
fused to prostomium, styles smooth, 2 times the prosto-
mium length, slightly inflated subdistally. Palps smooth,
three times the prostomium, flattened, with a very short
tapered tip. Two pairs of sub-equal, rounded black eyes;
anterior pair of eyes dorso-lateral, just below the insertion
of lateral antenna; posterior eye dorsal, very close to the
anterior eye (Fig. 5b). Tentaculophores inserted laterally
to prostomium, with few chaetae, and a pair of dorsal and
ventral tentacular cirri with smooth styles, slightly inflat-
ed subdistally. Second segment with first pair of elytra,
and sub-biramous parapodia.

Twelve pairs of large, oval elytra. External elytral margin
fringed by a series of filiform papillae (approximately 1/3
of the perimeter). A few scattered macrotubercles, oval to
cylindrical with rounded tip, more numerous and small-
er along the external edge of the elytron; microtubercles
very small and tightly packed over the whole elytral sur-
face (Fig. 5g). Styles of dorsal cirri smooth, weakly in-
flated subdistally in the anterior part, with tapering tip, in
the anterior part of the body and in the median part; cirri
evenly tapered in the posterior part of the body. Styles
of ventral cirri smooth, tapering, shorter than neuropodia
(Fig. 5%). Pygidium elongated, with dorsal anus and trun-
cated tip, two elongated anal cirri, slightly longer than
dorsal cirri, evenly tapering.

Parapodia sub-biramous, notopodia and neuropodia with
elongate acicular lobe; tips of both aciculae penetrating
the epidermis (Fig. 5f). Up to 16 notochaetae and 31 neu-
rochaetae. Notochaetae slender, mostly rather straight
and with tapering tip (Fig. 5c), some notochaetae short-
er, slightly curved (Fig. 5d); all notochaetae with serrat-
ed ventral edge and unidentate tip. Neurochaetae much
stouter than notochaetae, with slightly falcate, unidentate
tip, and an evident subdistal spinulation along the ventral
edge (Fig. Se).

Live colour well preserved in the fixed specimens. Body
yellowish, with indistinct greenish transverse bands on
segments, prostomium bright red, antennae and tentac-
ular cirri greenish-grey with whitish tip, dorsal cirri pale
grey with a subdistal brownish ring. Elytra yellowish
with a greenish-brown marbled pattern (Fig. 5a).
Molecular data. COI sequences were obtained from both
specimens (GenBank accession numbers: OR795508-
OR795509). The two sequences had a 99% identity;
a comparison with sequences deposited in BOLD and
GenBank gave as best results an 84% identity with Har-
mothoe quadrituberculata Augener, 1922 (sequence ID:
YCHAE253-08.COI-5P), and an 82% identity with Har-
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mothoe fuligineum (Baird, 1865) (accession numbers:
KX865415, KX865418, KX867420), respectively.
Remarks. This species was first recorded from the Med-
iterranean Sea off Israel by Barnich & Fiege (2003), and
later reported from Tiirkiye (Cinar, 2009), Croatia (Mi-
kac, 2015) and Greece (Chatzigeorgiou et al., 2016).
Chaibi et al. (2023) reported L. tenuisetosus from Tunisia
and re-examined the previous reports, concluding that the
species reported by Barnich & Fiege (2003) has both uni-
dentate and bidentate neurochaetae, and is therefore not L.
tenuisetosus but rather Lepidonotus carinulatus (Grube,
1869). Based on the same reasons, the specimen reported
by Mikac (2015) is certainly not L. tenuisetosus, while the
material from Greece was re-examined and turned out to
belong to the native Lepidonotus clava (Montagu, 1808).
Although the chaetal features match well with L. tenui-
setosus, Chaibi et al. (2023) suggested that the material
examined by Cinar (2009) does not belong to this species
either, due to differences in the microtubercles and the
position of the eyes on the prostomium. The morphologi-
cal characters of the two specimens examined match well
the redescription by Chaibi et al. (2023), allowing us to
extend the distribution of this species to the Italian coast.
Distribution in the study area. Currently known only for
the port of Brindisi. This record represents the first report
for Italian waters.

Family Sabellidae Latreille, 1825

Branchiomma boholense (Grube, 1878)

Material examined. Marina di Pulsano, Ionian Sea
(40.35047° N; 17.36661° E), intertidal, on natural hard
bottom amongst coralline algae, 12 October 2022: 2
specimens. Baia d’Argento, lonian Sea (40.36216° N;
17.34028° E), 0.5 m, under stones, 05 October 2023:
25 specimens. Porto Cesareo, lonian Sea (40.25713° N;
17.89345 ° E), 0.5 m, on natural, barren hard bottom, 01
September 2022: 2 specimens. Porto Cesareo, lonian Sea
(40.25607° N; 17.8917° E), 0.2 m, on scarcely vegetated
natural hard bottom, 01 September 2022: 4 specimens.
Sant’Isidoro, lonian Sea (40.22203° N; 17.92603° E), 2
m, on natural hard bottom inside a submarine freshwater
spring, 02 February 2023: 15 specimens. Santa Caterina
di Nardo, Ionian Sea (40.14145° N; 17.97998° E), 1.5 m,
natural hard substrate, 01 July 2022: 5 specimens. Santa
Caterina di Nardo, Ionian Sea (40.14059° N; 17.97981°
E), 0.2 m, on floating plastic buoy, 01 July 2022: 2 spec-
imens. Santa Caterina di Nardo, Ionian Sea (40.14025°
N; 17.98698° E), 0.5 m, on natural hard substrate, 01
July 2022: 4 specimens. Santa Caterina di Nardo, Ionian
Sea (40.13967° N; 17.98571° E), 0.5 m, on natural hard
substrate, 01 July 2022: 5 specimens. Santa Caterina di
Nardo, Ionian Sea (40.13965° N; 17.98564° E), 0.5 m, on
natural hard substrate with photophilous algae, 09 Sep-
tember 2022: 10 specimens. Santa Maria al Bagno, loni-
an Sea (40.13153° N; 17.9962° E), 1 m, on barren natural
hard substrate, 01 June 2022: 4 specimens. Santa Maria
al Bagno, lonian Sea (40.13095° N; 17.99549° E), 1 m,
on artificial hard substrate, 01 June 2022: 5 specimens.
Tricase, Strait of Otranto (39.93116°N; 18.3957°E), 1 m,
on artificial hard substrate with sciaphilous bryozoans, 28
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January 2023: 6 specimens; 13 June 2023: 1 specimen.
Molecular data. A COI sequence was obtained for only
one out of two specimens from Marina di Pulsano (Gen-
Bank accession number: OR795504). The sequence had a
99.8% identity with B. boholense sequences deposited on
GenBank (accession numbers: MG457324-MG457371),
confirming the morphological identification.

Remarks. Apart from Branchiomma bairdi (Mclntosh,
1885), this species can be distinguished from the other
Branchiomma species reported in the Mediterranean due
to the presence of macro- and micro-stylodes. It can be
distinguished from B. bairdi, a species that seems less
widespread in the Mediterranean Sea, for its larger size
and smaller eyes (Del Pasqua et al., 2018).

Distribution in the study area. Known hitherto for Taran-
to (Giangrande et al., 2021) and Brindisi (Arias et al.,
2013); precise georeferenced data are available in litera-
ture only for the Taranto area, where the species is largely
widespread on artificial substrates. Present data allow us
to extend the distribution of this species to several local-
ities along the lonian coastline; along the eastern coast,
B. boholense was found only in the port of Tricase, in
the Strait of Otranto, and it seems to be less widespread.
In addition, while most historical records (between 2004
and 2018) referred to artificial hard substrates, the ma-
jority of the new records have been obtained by samples
collected on natural substrates, often not even in proximi-
ty of ports and marinas, highlighting that this species was
able to establish itself along the whole Ionian coastline
successfully, forming dense aggregate in the immediate
sublittoral (M. Putignano pers. 0bs.).

Branchiomma luctuosum (Grube, 1870)

Material examined. Brindisi, Adriatic Sea (40.66224° N;
17.96311° E), 0.5 m, artificial hard substrates, 10 April
2022: 10 specimens. Brindisi, Adriatic Sea (40.66103° N;
17.96413° E), 1 m, artificial hard substrates, 01 Febru-
ary 2023: 3 specimens. Brindisi, Adriatic Sea (40.6603°
N; 17.96218° E), 0.5-3 m, barren natural hard substrate,
10 April 2022: 15 specimens. Brindisi, Adriatic Sea
(40.65943° N; 17.97364° E), 0.5 m, plastic buoy heavily
colonised by mussels, 23 February 2023: 2 specimens.
Molecular data. A COI sequence was obtained for only
one of the two specimens assayed (GenBank accession
number: OR795505). The sequence had a 99-100% iden-
tity with two short B. luctuosum sequences deposited in
GenBank (accession number: ON911309-ON911311),
and a 99.8% identity with a private sequence identified as
Branchiomma sp. on BOLD, confirming the morpholog-
ical identification.

Remarks. This species is unmistakable among Mediter-
ranean species of the genus Branchiomma due to its large
size, stocky body with relatively long branchial crown,
and live colour (black-spotted greenish body with orange
crown and purple pinnulae) (Licciano & Giangrande,
2008).

Distribution in the study area. The first records for the
Salento Peninsula date back to 1988 (Licciano & Gi-
angrande, 2008) but, unlike B. boholense, the species
does not seem to have been able to spread along the whole
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coastline. Literature data mostly refer to the port areas of
Brindisi (Cavallo et al., 2007) and Taranto (Licciano &
Giangrande, 2008), with a single record for natural hard
substrates in Santa Caterina di Nardo (Ionian Sea) (Toso
et al., 2022). During this study the species was found
only in the port of Brindisi, where it was already known.

Family Serpulidae Rafinesque, 1815

Hydproides dianthus (Verrill, 1873)

Material examined. San Foca, Adriatic Sea (40.30357°
N; 18.40467° E), 0.5 m, on artificial hard substrate with
Cladophora spp., 12 January 2023: 2 specimens.
Molecular data. None.

Remarks. This species can be easily identified based on
the operculum, which is characterised by a verticil with
approximately ten stocky, sub-equal spines with bent tip,
usually facing ventrally (Bianchi, 1981). Sun ez al. (2017)
identified H. dianthus as a species complex comprising
at least two morphologically indistinguishable lineages.
Lineage A, tentatively identified as Hydroides dianthus
s.s., was considered native in the Mediterranecan Sea,
while Lineage B likely originated in the Caribbean, and
had been introduced in the Black Sea. Since all Mediter-
ranean samples hitherto analysed belonged to Hydroides
dianthus s.s. and displayed a remarkably higher diversity
in comparison with extra-Mediterranean ones, Lange-
neck et al. (2020) regarded this species as native in the
Mediterranean Sea and suggested removing it from NIS
lists. This approach was followed in subsequent lists of
NIS occurring in the Mediterranean Sea (Zenetos et al.,
2022). However, Grosse et al. (2021) stressed the occur-
rence of both lineages in port environments of Mallorca.
Pending further investigations on Mediterranean popula-
tions of H. dianthus, we suggest considering this species
as a questionable NIS.

Distribution in the study area. The species was reported
only for the area of Taranto, where it is known at least
since 1964 (Zibrowius, 1970; Gherardi et al., 2011; Lezzi
& Giangrande, 2018). Present data allow us to extend its
distribution to the eastern coast of the Salento Peninsula,
even though this occurrence is not surprising, provided
that H. dianthus is widespread in port environments and
brackish-water habitats of the Western Adriatic coastline
(Mikac, 2015; Spagnolo et al., 2019).

Hydproides dirampha (Morch, 1863)

Material examined. Brindisi, Adriatic Sea (40.66103° N;
17.96413° E), 1 m, artificial hard substrates, 01 February
2023: 4 specimens.

Molecular data. None.

Remarks. This species is unmistakable among Mediterra-
nean Serpulidae due to the operculum with verticil com-
prised of about ten flattened spines with widened, round-
ed tip (Bianchi, 1981).

Distribution in the study area. Possibly originating from
the Caribbean region (Sun et al., 2015; Bastida-Zavala et
al., 2017), this species was reported for Taranto (Lezzi et
al.,2018) and Santa Caterina di Nardo (Toso et al., 2022);
both localities belong to the Ionian Sea. The present re-
cord is the first along the Eastern coast of the Salento
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Peninsula, even though the species is already known in
the Southern Adriatic Sea (Spagnolo et al., 2019). Else-
where along the Italian coastline H. dirampha is known
for the Tyrrhenian Sea (Claparede, 1870; Tempesti et al.,
2020b; Tempesti et al., 2022) and for the Strait of Sicily
(Mangano et al., 2019). This species, initially restricted
to the southern part of the Mediterranean Sea (Bianchi,
1981), shows a tendency to northward expansion, and
its spread along the Adriatic coastline deserves a careful
monitoring.

Hydproides elegans (Haswell, 1883)

Material examined. Brindisi, Adriatic Sea (40.34544° N;
18.35873° E), 1 m, on artificial hard substrate, 01 Febru-
ary 2023: 36 specimens. Le Cesine Beach, Adriatic Sea
(40.66103° N; 17.96413° E), beached on a drifting plastic
buoy, 12 January 2023: 23 specimens.

Molecular data. None.

Remarks. This species can be distinguished from all
Mediterranean Hydroides species based on its operculum,
with a verticil comprised of sub-equal spines with lateral
branches. A similar operculum also occurs in the native
Hydroides norvegica Gunnerus, 1768 and Hydroides sto-
ichadon Zibrowius, 1970; however, in H. norvegica the
tip of each spine is much longer than the lateral branches,
and the specialised chaetae of the first chaetiger with two
large sub-distal teeth, while in H. elegans the tip of each
spine is not much longer than the lateral branches, and the
specialised chaetae have several small denticles. H. stoi-
chadon clearly differs from both species due to the single
pair of lateral branches on each spine of the verticil, while
both H. elegans and H. norvegica have 2-4 pairs of lateral
branches on each spine (Bianchi, 1981).

Distribution in the study area. Widespread along the
whole Salento Peninsula, usually in port environments
(Lezzi & Giangrande, 2018), with few records referring
to natural environments (Giangrande et al., 2003; Mus-
co et al., 2021). The first documented record dates back
to 1964 (Zibrowius, 1970), even though this species is
known in the Mediterranean Sea since the 19" Century
(Langeneck et al., 2020) and this is possibly true for the
Salento Peninsula as well. The record by Micaroni et al.
(2022) for coralligenous outcrops at around 60 m depth is
most likely a misidentification of the native H. norvegica,
a species widespread on deep bioconstructions along the
whole Salento coastline.

Family Spionidae Grube, 1850

Prionospio cf. depauperata Imajima, 1990

Material examined. Santa Caterina di Nardo, Ionian Sea
(40.14123° N; 17.97915° E), 20 m, on coarse sand with
slight organic enrichment, 14 November 2022: 2 spec-
imens. Santa Caterina di Nardo, Ionian Sea (40.13879°
N; 17.98693° E), 5 m, on gravel, 03 November 2022: 1
specimen. Santa Maria al Bagno, lonian Sea (40.12281°
N; 17.9949° E), 8 m, on coarse sand, 30 April 2023: 1
specimen.

Molecular data. COI sequences were obtained from two
out of three specimens (GenBank accession numbers:
OR795515-OR795516). The two sequences had a 98.5%

Mediterr. Mar. Sci., 25/1, 2024, 184-203

identity and gave a 81% maximum identity with Prion-
ospio membranacea Imajima, 1990 (accession number:
MWO054861) and P. depauperata from Korea (accession
number: MW054865) on both GenBank and BOLD. 16S
sequences were obtained from all three specimens (Gen-
Bank accession numbers: OR795541-OR795543) and
gave a 84% identity with P membranacea (accession
number: MWO077198).

Remarks. The specimens examined match very well the
redescription based on Mediterranean material (Dagli &
Cinar, 2009), even though they show some variability in
size and shape of the posterior pair of eyes. As pointed
out by Dagli & Cinar (2009), some differences with re-
gards to the original description are noticeable, especially
regarding the presence of dorsal crests across 10 chae-
tigers starting from chaetiger 7 (dorsal crests across 7
segments in the type material), and the relative length of
branchiae. Molecular data show that the closest match is
indeed P. depauperata (together with P membranacea),
but the identity is very low (81%), and the Mediterrane-
an specimens here examined clearly do not belong to the
same species of the deposited sequence from Korea (Lee
et al., 2020b). This outcome, together with the morpho-
logical differences observed between the Mediterranean
and the Japanese material, raises the possibility that P
depauperata might represent a species complex. Pending
further investigations, based on the morphological and
molecular discrepancies between Mediterranean and Pa-
cific material, we suggest to consider P. depauperata as a
questionable NIS in the Mediterranean Sea, even though
the spatio-temporal distribution of records suggests a
westward expansion from the eastern Mediterranean Sea,
which is compatible with a NIS with Indo-Pacific affinity.
Distribution in the study area. Reported for Taranto
in organically enriched environments (Borghese et al.,
2023). The present data allow us to extend the distribu-
tion of this species to the area of Santa Caterina di Nardo,
in far less impacted environments. The species was previ-
ously known for the Eastern Mediterranean Sea (Dagli &
Cinar, 2009), reaching westwards to Malta (Katsanevakis
et al., 2020). The present data together with those report-
ed by Borghese et al. (2023) suggests that it is expanding
towards the western Mediterranean Sea.

Family Syllidae Grube, 1850

Syllis similisunzima San Martin, Lucas & Hutchings,
2023 (Fig. 6)

Material examined. Brindisi, Adriatic Sea (40.34544° N;
18.35873° E), 0.5 m, on plastic buoys colonised by Myz-
ilus galloprovincialis Lamarck, 1819, 23 February 2023:
11 specimens; same locality and environment, 08 May
2023: 12 specimens.

Description. Largest complete individual 10.6 mm long
for 66 chaetigers, 0.68 mm maximum width, 1.81 mm
length at the 10" chaetiger. Prostomium oval, approxi-
mately 14 times wider than long, with four bright red
eyes. Anterior pair of eyes oval, slightly larger than the
posterior one, posterior pair rounded (Fig. 6b), eye-spots
absent. Palps basally fused, approximately 1% longer
than the prostomium. Antennae, dorsal cirri and tentacu-
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1 mm

Fig. 6: Syllis similisunzima from the port of Brindisi; a) complete specimen; b) detail of the anterior part; ¢) individual with par-
tially everted pharynx; d) compound chaetae, anterior chaetigers; ¢) compound chaetae, midbody chaetigers; f) compound chae-
tae, posterior chaetigers; g) dorsal simple chaeta; h) ventral simple chaeta; i) aciculae, anterior chaetigers; j) aciculae, midbody

chaetigers; k) acicula, posterior chaetiger.

lar cirri moniliform, with short, wide, rectangular articles
with paired glandular inclusions heavily stained by Rose
Bengal; the number of the articles close to the basis of the
cirrus is difficult to estimate because the articles are very
short and very close. Median antenna with 27-36 articles,
lateral antennae with 18-23 articles, approximately 2/3
the length of the median one. Dorsal tentacular cirri with
25-36 articles, ventral tentacular cirri with 17-22 articles.
Dorsal cirri alternating between longer and thicker, and
shorter and slender; 1%, 3%, 4t 5t gh gt 11t 12t dor-
sal cirri longer, 2", 6", 7" 10™ dorsal cirri shorter, after
the 12™ chaetiger there is a regular alternation between
longer and shorter cirri. Longer dorsal cirri with up to 45
articles, shorter dorsal cirri with up to 25 articles. Dorsal
cirri in the first 8-12 chaetigers distinctly thicker than the
remaining ones, slightly flattened. Ventral cirri slightly
longer than the parapodium, not articulated.

Anterior parapodia supported by 3 sub-equal aciculae
with rounded tip (Fig. 61), with up to 6 compound chae-
tae (Fig. 6d). Midbody parapodia supported by 2 aciculae
of different thickness with rounded tip (Fig. 6j), with 4-5
compound chaetae (Fig. 6e). Posterior parapodia support-
ed by one single acicula with rounded tip (Fig. 6k), with
4-5 compound chaetae (Fig. 6f) and, in the posterior-most
chaetigers, one dorsal (Fig. 6g) and one ventral chaeta
(Fig. 6h). Compound chaetae heterogomph falcigers,
showing a pronounced dorso-ventral gradation in size of
blades; blades bidentate, with secondary tooth smaller
than the primary tooth, much smaller in posterior parapo-
dia, with a fine, regular serration along the ventral edge,
almost unnoticeable in ventral-most, posterior parapodia
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(Fig. 6d-f). Dorsal and ventral simple chaetae of similar
thickness; dorsal simple chaeta strongly bidentate, with
concave edge subdistally serrated, ventral simple chae-
ta indistinctly bidentate, with smooth concave edge (Fig.
6g, h).

Pharynx on 9-10 chaetigers, not slender, with a very large
sub-terminal tooth, and a series of around 10 thick papil-
lae around the opening (Fig. 6¢). Proventriculum slightly
shorter than the pharynx, on 4-6 chaetigers, with 50 mus-
cle cell rows. Pygidium rounded, with dorsal anus, two
anal cirri with around 30 articles. Live colour pale yel-
lowish to pale tan on the anterior part, more translucent
with the bright yellow gut content clearly visible in the
median and posterior parts. Large individuals with 3 thin
transverse brown stripes across each chaetiger; after the
12™ chaetiger, the posterior-most stripe becomes darker
and much more marked, while the other two stripes tend
to disappear; stripes completely disappear after the 20™-
25™ chaetiger (Fig. 6a). Small individuals with shorter,
thinner dorsal cirri, and only two transverse stripes, dis-
appearing after the proventriculum.

Molecular data. COI sequences were obtained for two
specimens (GenBank accession numbers: OR795519-
OR795520). The sequences had a 91% identity with
Syllis sp. from Korea on GenBank (accession number:
ON312495), and a 99-100% identity with Typosyllis
sp. sequences from California deposited in BOLD (se-
quence IDs: DISA454-18.COI-5P, DISA455-18.COI-5P,
DISA456-18.COI-5P, DISA480-18.COI-5P). The latter
taxon is clearly conspecific with the material from Brin-
disi, and the pictures on BOLD show a good correspond-
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ence of the colour pattern. Even though these individuals
were not identified at the species level, these data confirm
the Indo-Pacific affinity of this species.

Remarks. The individuals from the port of Brindisi show
a good correspondence with the recently described S. si-
milisunzima from Australia in all morphological charac-
ters, with the exception of eye-spots, which are present in
the type material from Australia (San Martin et al., 2023)
and absent in all the examined individuals from Brindisi.
Molecular data are not available from the type locality of
this species, but the correspondence with sequences of
an unidentified Typosyllis from California confirms the
Indo-Pacific affinity of the population of Brindisi. The
available evidence indicates that the Brindisi specimens
as well as the specimens from California belong to S. si-
milisunzima. However, the molecular characterisation of
specimens from the type locality in Australia is neces-
sary. Among Mediterranean species, this species can be
easily identified by the combination of the distinctive
colour pattern (which is often noticeable in ethanol-fixed
material), the very large, sub-terminal pharyngeal tooth,
the thicker anterior cirri and the aciculae with rounded
tip throughout the body. The most similar Mediterranean
species are Syllis prolifera Krohn, 1852 and Syllis vivipa-
ra Krohn, 1869, as both share with S. similisunzima the
aciculae with rounded tip and a large, sub-terminal phar-
yngeal tooth; however, both species lack thicker anterior
cirri and the distinctive colour pattern, even if sometimes
live S. prolifera can show thin dark stripes along the
posterior edge of parapodia (J. Langeneck, pers. 0bs.);
moreover, S. vivipara has unidentate chaetae, while in
S. prolifera the secondary tooth is almost as large as the
primary one and becomes more distinct in posterior para-
podia. The position of the pharyngeal tooth is shared with
Syllis pectinans Haswell, 1920, which however has a
different pigmentation pattern, only unidentate falcigers,
and posterior aciculae with bent tip; the thicker anterior
cirri are shared with Syllis krohnii (Ehlers, 1864), another
heavily pigmented species, but in this case too chaetal
features and aciculae are quite different.

Distribution in the study area. Only known for the port
of Brindisi, on artificial substrates (plastic buoys densely
colonised by mussels). In this environment, S. similis-
unzima is the dominant species, and was found with an
abundant population in both winter and late spring. This
is the first record of the species in the Mediterranean Sea.

Discussion

The present data about non-indigenous polychaetes
along the Salento Peninsula confirm the important role
of this area for the study of early stages of biological in-
vasions, already highlighted for other taxa (Di Martino &
Stancanelli, 2021; Toso & Musco, 2023). Overall, fifteen
NIS were found along the Salento Peninsula during one
year of sampling; out of these species, Syllis similisunzi-
ma is here reported for the first time in the Mediterrane-
an Sea, Lepidonotus tenuisetosus is reported for the first
time in Italian waters, Pseudonereis anomala is reported
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for the first time for the Italian Peninsula, and Dorvil-
lea similis is reported for the first time in the Ionian Sea.
All the other species were already known for the study
area, even though some of them, such as Palola valida
and Prionospio cf. depauperata, have been recorded only
recently (Gravina et al., 2021; Borghese et al., 2023) and
are not known outside of the Ionian Sea, which suggests
that their westward expansion is relatively recent and still
ongoing. Conversely, some species, such as Lumbrineris
perkinsi and Branchiomma luctuosum have been known
along the Salento Peninsula since the 1980s (Gherardi et
al., 1985; Licciano & Giangrande, 2008), and are estab-
lished in several of the sampled localities. Previous data
on non-indigenous species identified the Taranto area as
a bioinvasion hotspot, due to the co-occurrence of com-
mercial port, touristic marinas, and aquaculture (Mastro-
totaro et al., 2004; Tempesti et al., 2020a). The present
study highlighted a rather more complex situation, with
the possible presence of additional invasion routes along
the Salento Peninsula. While several species were found
off Taranto in this study, or were reported by other studies
(Giangrande et al., 2008; Borghese et al., 2023), some
species (L. tenuisetosus, P. valida, S. similisunzima) are
seemingly restricted to the eastern coast of Salento. In-
terestingly, all these species have Indo-Pacific affinity
and are probably Lessepsian invaders. Their occurrence
along the eastern coast is possibly due to maritime traf-
fic between the port of Brindisi and the coasts of Greece
and Albania, and by secondary traffic with the adjacent
touristic marinas. As typical for non-indigenous species,
most records refer to heavily anthropised environments
and artificial substrates; only a few species showed the
capability to colonise less impacted environments. In par-
ticular, all records of Prionospio cf. depauperata in the
study area refer to coarse sand or gravel bottoms, charac-
terised by very limited human impact; however, the spe-
cies is also known from sediments under fish cages in the
Gulf of Taranto (Borghese et al., 2023). Another interest-
ing case regards the invasive B. boholense, reported from
both artificial substrates in port environments, where the
species had already been widely reported, and natural
substrates in slightly impacted environments. Unlike in
other areas (Langeneck et al., 2020; Fernandez-Rome-
ro et al., 2021), the congeneric species B. luctuosum did
not show the same ability to colonise environments out-
side of ports. As already observed in the Ligurian Sea
(Dragicevi¢ et al., 2019; Ragazzola et al., 2021), D. si-
milis showed a higher abundance in port environments,
but it was also found on natural rocky bottoms, among
coralline algae; P. anomala was instead found mostly on
natural substrates outside of port and marinas.

Out of the fifteen species reported, two (Neopseudo-
capitella brasiliensis and Nereis aff. agulhana) are still
considered questionable, in agreement with Langeneck
et al. (2020), despite the examination of additional ma-
terial. In particular, the examined individuals of N. aff.
agulhana show some differences towards the redescrip-
tion based on type material (Villalobos-Guerrero et al.,
2022), but this might be due to the very small size of the
sampled specimens, and molecular data, in the absence
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of sequences assigned to this species in public databases,
did not allow us to solve the issue. The absence of mo-
lecular data did not allow us to identify with certainty the
specimens identified as Hydroides dianthus. This species
was regarded as native in the Mediterranean Sea by Sun
et al. (2017) and subsequently excluded from non-indig-
enous polychaetes by Langeneck et al. (2020). However,
Grosse et al. (2021) reported the co-occurrence in a Med-
iterranean port of both the allegedly native lineage and
a lineage with Caribbean affinity identified by Sun et al.
(2017); while more complete data on the distribution of
these lineages are still missing, we think that H. dianthus
should be precautionarily considered cryptogenic in the
Mediterranean Sea. All other species are here regarded as
confirmed non-indigenous species, even if in some cases
molecular data suggest that more detailed studies com-
paring Mediterranean specimens with specimens from
the type locality might be needed to ascertain their iden-
tity.

The present work allowed us to obtain molecular data
(COI and 168S) for eleven out of fifteen species; in the
case of all species, except B. boholense, B. luctuosum and
P. anomala, these are the first molecular data from the
Mediterranean Sea. Molecular data confirm the identity
of B. boholense, B. luctuosum, L. perkinsi, and N. setosa.
In some cases, the situation is more complicated. The se-
quences of D. similis obtained in this work do not match
the available sequences assigned to this species, but the
correspondence with an unidentified polychaete from the
Red Sea confirms their Lessepsian origin. A similar case
regards S. similisunzima, which perfectly corresponds to
an unidentified Indo-Pacific species of Sy//is. In the case
of P. anomala, we identified a good correspondence with
sequences of Pseudonereis sp. from Crete, but the iden-
tity with the other sequences identified with this taxon,
originating from Australia, is low. In all these cases, mo-
lecular data from the type localities are needed to ascer-
tain or disprove the identity of these specimens. Lastly,
the sequences of L. tenuisetosus, N. aff. agulhana, P. val-
ida and Prionospio cf. depauperata show a rather low
identity with all polychaete sequences available on pub-
lic databases. The first three taxa are completely missing
from both BOLD and GenBank, while the only available
COI sequence of P. depauperata is the closest match for
the sequences from Salento, but the identity is around
81%, and it clearly belongs to a different species. The use
of molecular data and genetic databases for the identifica-
tion of organisms is affected by the lack of sequences as-
signed to several taxa, the limited geographical coverage
and the presence of errors of attribution. While attribution
errors and low quality of the data are mostly a matter of
quality of the process of genetic characterisation, and can
be addressed, to a certain extent, after the upload of the
sequences (Goudey et al., 2022), the absence of some
species in public databases and the limited geographical
coverage depend on limits and unevenness in the research
effort and can further affect the interpretation of molecu-
lar data. This is particularly true for studies dealing with
non-indigenous polychaetes (Lavrador et al., 2023), and
more complete data, as well as critical revisions based
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on integrative taxonomy techniques, are needed to solve
several uncertainties pertaining to the identity and origin
of these taxa. In fact, in the present study molecular data
allowed us to confirm the identity of a minor part of the
annelids assayed, seemingly leaving more questions than
answers; this should however be seen as an effect of the
incompleteness of the available libraries, rather than as a
shortcoming of the approach followed. In fact, the molec-
ular data provided here might represent a useful contribu-
tion to further taxonomic studies, as well as a useful tool
for comparing results of future metabarcoding studies fo-
cusing on non-indigenous species.

The current data for the Salento Peninsula show that
non-indigenous polychaetes, and in particular Lessepsian
ones, are currently spreading westwards and northwards,
experiencing a hitherto unknown success in Italian wa-
ters, probably fostered by the current trend of water warm-
ing, and by milder winter conditions. Some species (as
D. similis and L. perkinsi) are already widespread along
the whole Italian coastline, and their absence from some
areas might be an artifact of a limited sampling effort;
however, other species, such as L. tenuisetosus, P. valida,
P. anomala and Prionospio cf. depauperata, are probably
in an initial phase of their spread in Italian waters. In any
case, a careful monitoring of these species, and detailed
data on their spread along the Italian Peninsula, are cru-
cial to investigate their impact on native assemblages and
identify and implement mitigation measures.

Acknowledgements

We thank Giulia Furfaro for her help in the sampling
and the setting of the molecular protocol, two anonymous
reviewers for their useful comments and corrections on
the manuscript. This research profited of the instruments
of the BioForlU Laboratory of the University of Salento.
The present work has been funded by the Horizon-EIC
Pathfinder project MAPWORMS (Mimicking Adapta-
tion and Plasticity in WORMS), grant agreement number
101046846, and also supported by the Project funded un-
der the National Recovery and Resilience Plan (NRRP),
Mission 4 Component 2 Investment 1.4 - Call for tender
n. 3138 of 16 December 2021, rectified by Decree n. 3175
of 18 December 2021 of Italian Ministry of University
and Research funded by the European Union NextGen-
erationEU; Award Number: Project code CN_00000033,
Concession Decree No. 1034 of 17 June 2022 adopted
by the ItalianMinistry of University and Research, CUP
D33C22000960007, Project title “National Biodiversity
Future Center - NBFC”".

References

Accogli, R., Belmonte, G., Bernardini, M., Ruggiero, L., 1993.
La Penisola Salentina. Pp. 9-22. In: Ambienti e itinerari na-
turalistici della provincia di Lecce, Belmonte, G., Bernardi-
ni, M., Brizio S. (Eds). Conte Editore, Lecce, Italy.

Aljanabi, S.M., Martinez, I., 1997. Universal and rapid salt-ex-

Mediterr. Mar. Sci., 25/1, 2024, 184-203



traction of high quality genomic DNA for PCR-based tech-
niques. Nucleic Acids Research, 26, 4692-4693.

Arias, A., Giangrande, A., Gambi, M.C., Anadon, N., 2013. Bi-
ology and new records of the invasive species Branchiom-
ma bairdi (Annelida: Sabellidae) in the Mediterranean Sea.
Mediterranean Marine Science, 14, 162-171.

Atzori, G., Lopez, E., Addis, P., Sabatini, A., Cabiddu, S., 2016.
First record of the alien polychaete Naineris setosa (Scole-
cida; Orbiniidae) in Tyrrhenian Sea (Western Mediterrane-
an). Marine Biodiversity Records, 9, 5.

Barnich, R., Fiege, D., 2003. The Aphroditoidea (Anneli-
da: Polychaeta) of the Mediterranean Sea. Abhandlungen
der Senckenbergischen Naturforschenden Gesellschafft,
559, 1-172.

Bastida-Zavala, J.R., McCann, L.D., Keppel, E., Ruiz, G.M.,
2017. The fouling serpulids (Polychaeta: Serpulidae) from
United States coastal waters: an overview. European Jour-
nal of Taxonomy, 344, 1-76.

Bedini, R., Bedini, M., Bonechi, L., Piazzi, L., 2015. Effects of
non-native turf-forming Rhodophyta on mobile macro-in-
vertebrate assemblages in the north-western Mediterranean
Sea. Marine Biology Research, 11, 430-437.

Belmonte, G., 1993. L’ambiente marino. Pp. 41-56. In: Am-
bienti e itinerari naturalistici della provincia di Lecce, Bel-
monte, G., Bernardini, M., Brizio S. (Eds). Conte Editore,
Lecce, Italy.

Bianchi, C.N., 1981. Guide per il riconoscimento delle specie
animali delle acque lagunari e costiere italiane. 5. Po-
licheti serpuloidei. Consiglio Nazionale delle Ricerche,
Roma, 190 pp.

Bianchi, C.N., Morri, C., Chiantore, M., Montefalcone, M.,
Parravicini, V., et al., 2012. Mediterranean Sea biodiversity
between the legacy from the past and a future of change. Pp.
1-51. In: Life in the Mediterranean Sea: A look at habitat
changes, Stambler, N. (Ed). Nova Science Publishers, Inc.,
New York, the U.S.A.

Bishop, J.D.D., Darbyshire, T., 2023. The first UK records of
the purple fan-worm, Bispira polyomma Giangrande &
Faasse, 2012 (Annelida: Sabellidae). Biolnvasions Records,
12, 186-195.

Blake, J.A., Giangrande, A., 2011. Naineris setosa (Verrill)
(Polychaeta, Orbiniidae), an American subtropical—tropical
polychaete collected from an aquaculture facility in Brin-
disi (Adriatic Sea, Italy): A possible alien species. [ltalian
Journal of Zoology, 78 S1, 20-26.

Borghese, J., Musco, L., Arduini, D., Tamburello, L., Del Pas-
qua, M., et al., 2023. A comparative approach to detect
macrobenthic response to the conversion of an inshore
mariculture plant into an IMTA system in the Mar Grande
of Taranto (Mediterranean Sea, Italy). Water, 15, 68.

Brown, E.A., Chain, F.J.J., Zhan, A., Maclsaac, H.G., Cristes-
cu, M.E., 2016. Early detection of aquatic invaders using
metabarcoding reveals a high number of non-indigenous
species in Canadian ports. Diversity and Distributions, 22,
1045-1059.

Campoy, A., 1982. Fauna de Espafia. Fauna de Anelidos Poli-
quetos de la Peninsula Iberica. Segunda parte. Publicacio-
nes de Biologia de la Universidad de Navarra, 7, 464-781.

Carlton, J.T., 1996. Biological invasions and cryptogenic spe-
cies. Ecology, 77, 1653-1655.

Mediterr. Mar. Sci., 25/1, 2024, 184-203

Carr, C.M., Hardy, S.M., Brown, T.M., Macdonald, T.A., He-
bert, P.D.N., 2011. A tri-oceanic perspective: DNA barcod-
ing reveals geographic structure and cryptic diversity in
Canadian polychaetes. PLoS ONE, 6, ¢22232.

Carrera-Parra, L.F., 2001. Lumbrineridae (Annelida: Polychae-
ta) from the Grand Caribbean region with the description of
six new species. Journal of the Marine Biological Associa-
tion of the UK., 81, 599-621.

Carrera-Parra, L.F., 2006. Revision of Lumbrineris de Blain-
ville, 1828 (Polychaeta: Lumbrineridae). Zootaxa,
1336, 1-64.

Carrera-Parra, L.F., 2009. Lumbrineridae Schmarda, 1861. Pp.
263-275. In: Poliquetos (Annelida: Polychaeta) de México
v América Tropical, De Leon Gonzalez, J.A., Bastida Za-
vala, J.R., Carrera Parra, L.F., Garcia Garza, M.E., Pena
Rivera, A., et al. (Eds). Universidad Autonoma de Nuevo
Leon, México.

Castelli, A., Bianchi, C.N., Cantone, G., Cinar, M.E., Gambi,
M.C. et al., 2008. Annelida Polychaeta. Biologia Marina
Mediterranea, 15, 323-373.

Cavallo, D., Pusceddu, A., Danovaro, R., Giangrande, A., 2007.
Particulate organic matter uptake rates of two benthic fil-
ter-feeders (Sabella spallanzanii and Branchiomma luctuo-
sum) candidates for the clarification of aquaculture waste-
waters. Marine Pollution Bulletin, 54, 622-625.

Cecere, E., Petrocelli, A., Belmonte, M., Portacci, G., Rubino,
F., 2016. Activities and vectors responsible for the biologi-
cal pollution in the Taranto Seas (Mediterranean Sea, south-
ern Italy): a review. Environmental Science and Pollution
Research, 23, 12797-12810.

Chaibi, M., Azzouna, A., Martin, D., 2023. First record of
Lepidonotus tenuisetosus (Annelida: Polynoidae) from Tu-
nisia with distributional notes. Mediterranean Marine Sci-
ence, 24, 7-18.

Chatzigeorgiou, G., Faulwetter, S., Arvanitidis, C., 2016. Poly-
chaetes from two subtidal rocky shores of the North coast of
Crete, collected for the NaGISA project 2007-2008. V.1.2.
Hellenic Centre for Marine Research, Crete, Greece.

Cinar, M.E., 2009. Alien polychaete species (Annelida: Poly-
chaeta) on the southern coast of Turkey (Levantine Sea,
eastern Mediterranean), with 13 new records for the Medi-
terranean Sea, Journal of Natural History, 43, 2283-2328.

Cinar, M.E., 2013. Alien polychaete species worldwide: current
status and their impacts. Journal of the Marine Biological
Association of the UK., 93, 1257-1278.

Cinar, M.E, Altun, C., 2007. A preliminary study on the popula-
tion characteristics of the Lessepsian species Pseudonereis
anomala (Polychaeta: Nereididae) in Iskenderun Bay (Le-
vantine Sea, Eastern Mediterranean). Turkish Journal of
Zoology, 31, 403-410.

Cinar, M.E., Dagli, E., 2021. Bioeroding (boring) polychaete
species (Annelida: Polychaeta) from the Aegean Sea (east-
ern Mediterranean). Journal of the Marine Biological Asso-
ciation of the UK., 101, 309-318.

Cinar, M.E., Ergen, Z., 2005. Lessepsian migrants expanding
their distributional ranges; Pseudonereis anomala (Poly-
chaeta: Nereididae) in Izmir Bay (Aegean Sea). Journal of
the Marine Biological Association of the U.K., 85,313-321.

Claparéde, E., 1870. Les annélides chétopodes du Golfe de Na-
ples. Supplément. Mémoires de la Société de physique et

199



d’histoire naturelle de Geneve, 20, 365-542.

Corsini-Foka, M., Zenetos, A., Crocetta, F., Cinar, M.E., Ko-
cak, F. et al., 2015. Inventory of alien and cryptogenic spe-
cies of the Dodecanese (Aegean Sea, Greece): collaboration
through COST action training school. Management of Bio-
logical Invasions, 6, 351-366.

Crossland, C., 1924. Polychaeta of tropical East Africa, the Red
Sea, and Cape Verde Islands collected by Cyril Crossland,
and of the Maldive Archipelago collected by Professor
Stanley, M.A., F.R.S. Proceedings of the Zoological Society
of London, 94, 1-106.

Dagli, E, Cinar, M. E., 2009. Species of the subgenera Aqui-
laspio and Prionospio (Polychaeta: Spionidae: Prionos-
pio) from the southern coast of Turkey (Levantine Sea,
eastern Mediterranean), with description of a new species
and two new reports for the Mediterranean fauna. Zootaxa,
2275, 1-20.

D’Alessandro, M., Castriota, L., Consoli, P., Romeo, T., An-
daloro, F., 2016b. Pseudonereis anomala (Polychaecta,
Nereididae) expands its range westward: first Italian record
in Augusta and Siracusa harbours. Marine Biodiversity,
46, 129-133.

D*Alessandro, M., Romeo, T., Castriota, L., Cosentino, A., Per-
zia, P. et al., 2016a. New records of Lumbrineridac (An-
nelida: Polychaeta) in the Mediterranean biogeographic
province, with an updated taxonomic key. ltalian Journal
of Zoology, 83, 233-243.

Del Pasqua, M., Schulze, A., Tovar-Hernandez, M.A., Keppel,
E., Lezzi, M. et al., 2018. Clarifying the taxonomic status
of'the alien species Branchiomma bairdi and Branchiomma
boholense (Annelida: Sabellidae) using molecular and mor-
phological evidence. PLoS ONE, 13, ¢0197104.

DiBattista, J.D., Randall, J.E., Bowen, B.W., 2012. Review of
the round herrings of the genus Etrumeus (Clupeidae: Dus-
sumieriinae) of Africa, with descriptions of two new spe-
cies. Cybium, 36, 447-460.

Di Martino, V., Stancanelli, B., 2021. The alien lionfish, Pterois
miles (Bennett, 1828), enters the Adriatic Sea, Central Med-
iterranean Sea. Journal of the Black Sea/Mediterranean En-
vironment, 27, 104-108.

Douglas, H., Dang, P.T., Gill, B.D., Huber, J., Mason, P.G. et
al., 2009. The importance of taxonomy in responses to in-
vasive alien species. Biodiversity, 10, 92-99.

Dragicevi¢, B., Anadoli, O., Angel, D., Benabdi, M., Bitar, G. et
al., 2019. New Mediterranean biodiversity records (Decem-
ber 2019). Mediterranean Marine Science, 20, 645-656.

Faulwetter, S., Simboura, N., Katsiaras, N., Chatzigeorgiou,
G., Arvanitidis, C., 2017. Polychaetes of Greece: an up-
dated and annotated checklist. Biodiversity Data Journal,
5,¢20997.

Fernandez-Romero, A., Navarro-Barranco, C., Ros, M., Ari-
as, A., Moreira, J. et al., 2021. To the Mediterranean and
beyond: An integrative approach to evaluate the spreading
of Branchiomma luctuosum (Annelida: Sabellidae). Estua-
rine, Coastal and Shelf Science, 254, 107357.

Furfaro, G., Schreier, C., Trainito, E., Pontes, M., Madrenas, E.
et al., 2022. The sea slug Doriopsilla areolata Bergh, 1880
(Mollusca, Gastropoda) in the Mediterranean Sea: Another
case of cryptic diversity. Diversity, 14, 297.

Galanidi, M., Aissi, M., Ali, A.G., Bazairi, H., Beqiraj, S. et

200

al., 2023. Validated inventories of non-indigenous species
(NIS) for the Mediterranean Sea as tools for regional policy
and patterns of NIS spread. Diversity, 15, 962.

Galil, B.S., Froglia, C., Noél, P., 2008. CIESM Atlas of exotic
species in the Mediterranean. Vol. 2. Crustaceans. CIESM
Publications, Monaco, 192 pp.

Galil, B.S., Marchini, A., Occhipinti-Ambrogi, A., 2018. East is
cast and West is west? Management of marine bioinvasions
in the Mediterranean Sea. Estuarine, Coastal and Shelf Sci-
ence, 201, 7-16.

Geller, J., Meyer, C., Parker, M., Hawk, H., 2013. Redesign of
PCR primers for mitochondrial cytochrome ¢ oxidase sub-
unit I for marine invertebrates and application in all-taxa
biotic surveys. Molecular Ecology Resources, 13, 851-861.

Gherardi, M., Lepore, E., Sciscioli, M., 1985. Ricolonizzazione
di substrati duri da parte di Anellidi Policheti (Serpuloidei
esclusi). Oebalia, 11, 253-266.

Gherardi, M., Lepore, E., Sciscioli, M., Mercurio, M., Liccia-
no, M., Giangrande, A., 2011. A study on spermatogenesis
of three Mediterranean serpulid species. Italian Journal of
Zoology, 78, 174-181.

Giangrande, A., Delos, A.L., Fraschetti, S., Musco, L., Liccia-
no, M. et al., 2003. Polychaete assemblages along a rocky
shore on the South Adriatic coast (Mediterranean Sea): pat-
terns of spatial distribution. Marine Biology, 143, 1109-116.

Giangrande, A., Gambi, M.C., Fresi, E., 1981. Two species of
polychaetes new to the Mediterranean fauna. Bollettino di
Zoologia, 48, 311-317.

Giangrande, A., Licciano, M., Lezzi, M., Caruso, L.P.G., Mu-
sco, L. et al., 2015. La collezione degli Anellidi Policheti
del Museo di Biologia Marina “Pietro Parenzan”, Universi-
ta del Salento. Museologia Scientifica, 9, 52-56.

Giangrande, A., Arduini, D., Borghese, J., Del Pasqua, M., Lez-
zi, M. et al., 2021. Macrobenthic success of non-indigenous
species related to substrate features in the Mar Grande of
Taranto, Italy (Mediterranean Sea). Biolnvasions Records,
10, 238-256.

Goldberg, C.S., Turner, C.R., Deiner, K., Klymus, K.E., Thom-
sen, P.F. et al., 2016. Critical considerations for the appli-
cation of environmental DNA methods to detect aquatic
species. Methods in Ecology and Evolution, 7, 1299-1307.

Golani, D., Orsi-Relini, L., Massuti, E., Quignard, J.-P., Dul¢i¢,
J., Azzurro, E., 2013. CIESM Atlas of exotic species in the
Mediterranean. Vol. 1. Fishes. CIESM Publications, Mo-
naco, 256 pp.

Golo, R., Vergés, A., Diaz-Tapia, P., Cebrian, E., 2023. Impli-
cations of taxonomic misidentification for future invasion
predictions: Evidence from one of the most harmful inva-
sive marine algae. Marine Pollution Bulletin, 191, 114970.

Gomez, F., 2019. Comments on the non-indigenous microalgae
in the European seas. Marine Pollution Bulletin, 148, 1-2.

Goudey, B., Geard, N., Verspoor, K., Zobel, J., 2022. Propaga-
tion, detection and correction of errors using the sequence
database network. Briefings in Bioinformatics, 23, bbac416.

Gravier, C., 1899. Contribution a I’é¢tude des Annélids Poly-
chetes de la Mer Rouge (Suite). Bulletin du Muséum d’Hi-
stoir Naturelle, Paris, 5, 288-298.

Gravina, M.F., Pierri, C., Mercurio, M., Nonnis Marzano, C.,
Giangrande, A., 2021. Polychaete diversity related to dif-
ferent mesophotic bioconstructions along the southeastern

Mediterr. Mar. Sci., 25/1, 2024, 184-203



Italian coast. Diversity, 13, 239.

Grech, D., Asciutto, E., Bakiu, R., Battaglia, P., Ben-Grira, C.
et al., 2023. New records of rarely reported species in the
Mediterranean Sea (July 2023). Mediterranean Marine Sci-
ence, 24, 392-418.

Grosse, M., Pérez, R., Juan-Amengual, M., Pons, J., Capa,
M., 2021. The elephant in the room: first record of inva-
sive gregarious species of serpulids (Calcareous tube anne-
lids) in Majorca (western Mediterranean). Scientia Marina,
85, 15-28.

Guidetti, P., Causio, S., Licchelli, C., 2012. The first record of
Enchelycore anatina (Muraenidae: Pisces) in the lonian Sea
(Mediterranean basin). Marine Biodiversity Records, 5, €22.

van den Heuvel-Greve, M.J., van den Brink, A.M., Glorius,
S.T., de Groot, G.A., Laros, 1. et al., 2021. Early detection
of marine non-indigenous species on Svalbard by DNA me-
tabarcoding of sediment. Polar Biology, 44, 653-665.

Imajima, M., 1990. Spionidae (Annelida, Polychaeta) from
Japan. IV. The genus Prionospio (Prionospio). Bulletin of
the National Science Museum, Tokyo, Series A (Zoology),
16, 105-140.

Jumars, P.A., 1974. A generic revision of the Dorvilleidae (Poly-
chaeta), with six new species from the deep North Pacific.
Zoological Journal of the Linnean Society, 54, 101-135.

Kandler, N.M., Wooster, M.K., Leray, M., Knowlton, N., de
Voogd, N.J. et al., 2019. Hyperdiverse macrofauna commu-
nities associated with a common sponge, Stylissa carteri,
shift across ecological gradients in the central Red Sea. Di-
versity, 11, 18.

Katsanevakis, S., Poursanidis, D., Hoffman, R., Rizgalla, J.,
Rothman, S.B.S. et al., 2020. Unpublished Mediterranean
records of marine alien and cryptogenic species. Biolnva-
sions Records, 9, 165-182.

Keppel, E., Keith, 1., Ruiz, G.M., Carlton, J.T., 2019. New re-
cords of native and non-indigenous polychaetes (Annelida:
Polychaeta) in the Galapagos Islands. Aquatic Invasions,
14, 59-84.

Khedhri, 1., Lavesque, N., Bonifacio, P., Djabou, H., Afli, H.,
2014. First record of Naineris setosa (Verrill, 1900) (Anne-
lida: Polychaeta: Orbiniidae) in the Western Mediterranean
Sea. Biolnvasions Records, 3, 83-88.

Kupriyanova, E., Flaxman, B., Burghardt, 1., 2022. A puzzle no
more: the identity of Spirobranchus tetraceros (Schmarda,
1861) (Annelida, Serpulidae) is revealed. Records of the
Australian Museum, 74, 201-214.

Kurt Sahin, G., Cinar, M.E., 2009. Eunicidaec (Poly-
chaeta) species in and around Iskenderun Bay (Le-
vantine Sea, Eastern Mediterranean) with a new
alien species for the Mediterrancan Sea and
a re-description of Lysidice collaris. Turkish Journal of Zo-
ology, 33,331-347.

Langeneck, J., Lezzi, M., Del Pasqua, M., Musco, L., Gam-
bi, M.C. et al., 2020. Non-indigenous polychaetes in Ital-
ian Seas: a critical review. Mediterranean Marine Science,
21, 238-275.

Lavrador, A.S., Fontes, J.T., Vieira, P.E., Costa, F.O., Duarte,
S.,2023. Compilation, revision and annotation of DNA bar-
codes of marine invertebrate non-indigenous species (NIS)
occurring in European coastal regions. Diversity, 15, 174.

Lee, A.L., Capa, M., Dafforn, K.A., Hutchings, P.A., Murray

Mediterr. Mar. Sci., 25/1, 2024, 184-203

A., 2020a. New records of non-indigenous Branchiomma
and Parasabella species (Sabellidae: Annelida) in South
Australia highlight the continuing challenge for sabellid
taxonomy. Journal of Natural History, 54, 2647-2673.

Lee, G.H., Yoon, S.M., Min, G.-S., 2020b. A new record of
Prionospio depauperata (Annelida: Polychaeta: Spionidae)
with DNA barcoding data of four Prionospio species in
South Korea. Animal Systematic, Evolution and Diversity,
36, 382-386.

Leray, M., Knowlton, N., 2015. DNA barcoding and metabar-
coding of standardized samples reveal patterns of marine
benthic diversity. Proceedings of the National Academy of
Sciences, 11, 2076-2081.

Lezzi, M., Del Pasqua, M., Pierri, C., Giangrande, A., 2018.
Seasonal non-indigenous species succession in a marine
macrofouling invertebrate community. Biological Inva-
sions, 20, 937-961.

Lezzi, M., Giangrande, A., 2018. Seasonal and bathymetric ef-
fects on macrofouling invertebrates’ primary succession in
a mediterraenan [sic] non-indigenous species hotspot area.
Mediterranean Marine Science, 19, 572-588.

Licciano, M., Giangrande, A., 2008. The genus Branchiomma
(Polychaeta: Sabellidae) in the Mediterranean Sea, with the
description of B. maerlin. sp. Scientia Marina, 72,383-391.

Lobo, J., Teixeira, M.A.L., Borges, L.M.S., Ferreira, M.S.G.,
Hollatz, C. et al., 2016. Starting a DNA barcode reference
for shallow water polychaetes from the southern European
Atlantic coast. Molecular Ecology Resources, 16,298-313.

Lopez, E., Richter, A., 2017. Non-indigenous species (NIS) of
polychaetes (Annelida: Polychaeta) from the Atlantic and
Mediterranean coasts of the Iberian Peninsula: an annotated
checklist. Helgoland Marine Research, 71, 19.

Malaquias, M.A.E., Reid, D.G., 2008. Systematic revision
of the living species of Bullidae (Mollusca: Gastropoda:
Cephalaspidea), with a molecular phylogenetic analysis.
Zoological Journal of the Linnean Society, 153, 453-543.

Maltagliati, F., Lupi, L., Castelli, A., Pannacciulli, F.G., 2016.
The genetic structure of the exotic ascidian Styela plica-
ta (Tunicata) from Italian ports, with a re-appraisal of its
worldwide genetic pattern. Marine Ecology, 37, 492-502.

Mangano, M.C., Ape, F., Mirto, S., 2019. The role of two
non-indigenous serpulid tube worms in shaping artificial
hard substrate communities: A case study of a fish farm in
the central Mediterranean Sea. Aquaculture Environment
Interactions, 11, 41-51.

Marchini, A., Cardeccia, A., 2017. Alien amphipods in a sea
of troubles: cryptogenic species, unresolved taxonomy and
overlooked introductions. Marine Biology, 164, 69.

Marchini, A., Galil, B.S., Occhipinti-Ambrogi, A., 2015. Rec-
ommendations on standardizing lists of marine alien spe-
cies: Lessons from the Mediterranean Sea. Marine Pollu-
tion Bulletin, 101, 267-273.

Mastrototaro, F., Petrocelli, A., Cecere, E., Matarrese, A., 2004.
Non indigenous species settle down in the Taranto Seas. Bi-
ogeographia, 25, 47-54.

Micael, J., Tempera, F., Berning, B., Lopez-Fé, C., Occhipin-
ti-Ambrogi, A. et al., 2019. Shallow-water bryozoans from
the Azores (central North Atlantic): native vs. non-indige-
nous species, and a method to evaluate taxonomic uncer-
tainty. Marine Biodiversity, 49, 469-480.

201



Micaroni, V., Strano, F., Crocetta, F., Di Franco, D., Piraino, S.
et al., 2022. Project “Biodiversity MARE Tricase™: A spe-
cies inventory of the coastal area of southeastern Salento
(Ionian Sea, Italy). Diversity, 14, 904.

Mikac, B., 2015. A sea of worms: polychaete checklist of the
Adriatic Sea. Zootaxa, 3943, 1-172.

Musco, L., Giangrande, A., 2005. Mediterranean Syllidae (An-
nelida: Polychaeta) revisited: species diversity, biogeogra-
phy and faunal fidelity to environmental features. Marine
Ecology Progress Series, 304, 143-153.

Musco, L., Mikac, B., Mirto, S., Vega-Fernandez, T., Agnetta,
D. et al., 2013. Report of the project Esecuzione di ricerche
e di studi degli effetti dell’invasione di Caulerpe aliene sul-
le biocenosi costiere. Consiglio Nazionale delle Ricerche,
Istituto per I’Ambiente Marino Costiero, Laboratorio di
Ecologia Marina di Castellammare del Golfo, 222 pp.

Musco, L., Licciano, M., Giangrande, A., 2021. Diversity and
distribution of Sabellida (Annelida) under protection re-
gimes. Water, 13, 1491.

Ojaveer, H., Galil, B.S., Carlton, J.T., Alleway, H., Goulletquer,
P. et al., 2018. Historical baselines in marine bioinvasions:
Implications for policy and management. PLoS ONE,
13, €0202383.

Olson, D.M., Dinerstein, E., Powell, G.V.N., Wikramanayake,
E.D., 2002. Conservation biology for the biodiversity crisis.
Conservation Biology, 16, 1-3.

Palumbi, S., Martin, A., Romano, S., McMillan, W.O., Stice,
L. etal., 1991. The simple fool s guide to PCR, version 2.0.
Department of Zoology and Kewalo Marine Laboratory.
University of Hawaii, Honolulu, the U.S.A.

Parapar, J., Moreira, J., Nufiez, J., Barnich, R., Brito, M. d. C.
et al., 2015. Annelida Polychaeta IV. Museo Nacional de
Ciencias Naturales, CSIC, Madrid, 416 pp.

Parrondo, M., Clusa, L., Mauvisseau, Q., Borrell, Y.J., 2018.
Citizen warnings and post checkout molecular confirma-
tions using eDNA as a combined strategy for updating inva-
sive species distributions. Journal for Nature Conservation,
43, 95-103.

Radashevsky, V.I., Pankova, V.V., Malyar, V.V., Carlton, J.T.,
2023. Boring can get you far: shell-boring Dipolydora from
Temperate Northern Pacific, with emphasis on the global
history of Dipolydora giardi (Mesnil, 1893) (Annelida: Spi-
onidae). Biological Invasions, 25, 741-772.

Ragazzola, F., Marchini, A., Adani, M., Bordone, A., Castelli,
A.etal.,2021. An intertidal life: Combined effects of acidi-
fication and winter heatwaves on a coralline alga (Ellisolan-
dia elongate) and its associated invertebrate community.
Marine Environmental Research, 169, 105342.

Rousou, M., Langeneck, J., Apserou, C., Arvanitidis, C.,
Charalambous, S., et al., 2023. Polychaetes (Annelida) of
Cyprus (Eastern Mediterranean Sea): An updated and an-
notated checklist including new distribution records. Diver-
sity, 15, 941.

Rubino, F., Fanelli, G., Petrocelli, A., Belmonte, M., Portacci,
G. et al., 2011. The issue of non-indigenous species in Ital-
ian coastal waters: the case of Taranto Seas (Ionian Sea).
pp. 2125-2147. In: Fishery and Sea Resources, Brugnoli,
E., Cavarretta, G., Mazzola, S., Trincardi, F., Ravaioli, M.,
et al. (Eds). CNR, Rome, Italy.

Russell, B.C., Golani, D., Tikochinski, Y., 2015. Saurida

202

lessepsianus a new species of lizardfish (Pisces: Synodon-
tidae) from the Red Sea and Mediterranean Sea, with a key
to Saurida species in the Red Sea. Zootaxa, 3956, 559-568.

San Martin, G., Lucas, Y., Hutchings, P., 2023, The genus Syllis
Savigny in Lamarck, 1818 (Annelida: Syllidae: Syllinae)
from Australia (Part 3): new species and redescription of
previously described species. Zootaxa, 5230, 251-295.

Schulze, A., 2006. Phylogeny and genetic diversity of palolo
worms (Palola, Eunicidae) from the tropical North Pacific
and the Caribbean. Biological Bulletin, 210, 25-37.

Simon, C.A., van Niekerk, H.H., Burghardt, I., ten Hove, H.A.,
Kupriyanova, E.K., 2019. Not out of Africa: Spirobranchus
kraussii (Baird, 1865) is not a global fouling and inva-
sive serpulid of Indo-Pacific origin. Biological Invasions,
14, 221-249.

Solis-Weiss, V., Fauchald, K., 1989. Orbiniidac (Annelida:
Polychaeta) from mangrove root-mats in Belize, with a re-
vision of Protoariciin genera. Proceedings of the Biological
Society of Washington, 102, 772-792.

Spagnolo, A., Auriemma, R., Bacci, T., Balkovi¢, I., Bertasi, F.
et al., 2019. Non-indigenous macrozoobenthic species on
hard substrata of selected harbours in the Adriatic Sea. Ma-
rine Pollution Bulletin, 148, 150-158.

Sun, Y., Kupriyanova, E.K., Qiu, J.W., 2012. COI barcoding of
Hydroides: a road from impossible to difficult. Invertebrate
Systematics, 26, 539-547.

Sun, Y., Wong, E., ten Hove, H.A., Hutchings, P.A., William-
son, J.E., Kupriyanova, E.K., 2015. Revision of the genus
Hydroides (Annelida: Serpulidae) from Australia. Zootaxa,
4009, 1-99.

Sun, Y., Wong, E., Keppel, E., Williamson, J.E., Kupriyano-
va, E.K., 2017. A global invader or a complex of regional-
ly distributed species? Clarifying the status of an invasive
calcareous tubeworm Hydroides dianthus (Verrill, 1873)
(Polychaeta: Serpulidae) using DNA barcoding. Marine
Biology, 164, 28.

Tempesti, J., Mangano, M.C., Langeneck, J., Lardicci, C., Mal-
tagliati, F. et al., 2020a. Non-indigenous species in Mediter-
ranean ports: A knowledge baseline. Marine Environmental
Research, 161, 105056.

Tempesti, J., Langeneck, J., Maltagliati, F., Castelli, A., 2020b.
Macrobenthic fouling assemblages and NIS success in a
Mediterranean port: The role of use destination. Marine
Pollution Bulletin, 150, 110768.

Tempesti, J., Langeneck, J., Romani, L., Garrido, M., Lardic-
ci, C., 2022. Harbour type and use destination shape foul-
ing community and non-indigenous species assemblage: A
study of three northern Tyrrhenian port systems (Mediterra-
nean Sea). Marine Pollution Bulletin, 174, 113191.

Toso, A., Boulamail, S., Lago, N., Pierri, C., Piraino, S. ef al.,
2020. First description of early developmental stages of the
native invasive fireworm Hermodice carunculata (Anneli-
da, Amphinomidae): A cue to the warming of the Mediter-
ranean Sea. Mediterranean Marine Science. 21,442-447.

Toso, A., Musco, L., 2023. The hidden invasion of the al-
ien seagrass Halophila stipulacea (Forsskal) Ascherson
along Southeastern Italy. Mediterranean Marine Science,
24, 96-100.

Toso, A., Furfaro, G., Fai, S., Giangrande, A., Piraino, S., 2022.
A sea of fireworms? New insights on ecology and seasonal

Mediterr. Mar. Sci., 25/1, 2024, 184-203



density of Hermodice carunculata (Pallas, 1766) (Anneli-
da) in the Ionian Sea (SE Italy). The European Zoological
Journal, 89, 1104-1114.

Tsiamis, K., Azzurro, E., Bariche, M., Cinar, M.E., Crocetta, F.
et al., 2020. Prioritizing marine invasive alien species in the
European Union through horizon scanning. Aquatic Coner-
vation, 30, 794-845.

Tsiamis, K., Zenetos, A., Deriu, 1., Gervasini, E., Cardoso, A.C.,
2018. The native distribution range of the European marine
non-indigenous species. Aquatic Invasions, 13, 187-198.

Tsirintanis, K., Azzurro, E., Crocetta, F., Dimiza, M., Froglia,
C., et al., 2022. Bioinvasion impacts on biodiversity, eco-
system services, and human health in the Mediterranean
Sea. Aquatic Invasions, 17, 308-352.

Vieira, P.E., Lavrador, A.S., Parente, M.I., Parretti, P., Costa,
A.C.etal.,2021. Gaps in DNA sequence libraries for Mac-
aronesian marine macroinvertebrates imply decades till
completion and robust monitoring. Diversity and Distribu-
tions, 27,2003-2015.

Villalobos-Guerrero, T.F., Kara, J., Simon, C., Idris, 1., 2022.
Systematic review of Neanthes Kinberg, 1865 (Annelida:
Errantia: Nereididae) from southern Africa, including a pre-
liminary molecular phylogeny of the genus. Marine Biodi-
versity, 52, 21.

Weigand, H., Beermann, A.J., Ciampor, F., Costa, F.O., Csa-
bai, Z. et al., 2019. DNA barcode reference libraries for the
monitoring of aquatic biota in Europe: Gap-analysis and
recommendations for future work. Science of the Total En-
vironment, 678, 499-524.

Yu, D.W., Ji, Y., Emerson, B.C., Wang, X., Ye, C. et al., 2012.
Biodiversity soup: Metabarcoding of arthropods for rapid
biodiversity assessment and biomonitoring. Methods in
Ecology and Evolution, 3, 613-623.

Zanol, J., Halanych, K.M., Struck, T.H., Fauchald, K., 2010.
Phylogeny of the bristle worm family Eunicidae (Eunici-

Mediterr. Mar. Sci., 25/1, 2024, 184-203

da, Annelida) and the phylogenetic utility of noncongruent
16S, COI and 18S in combined analyses. Molecular Phy-
logenetics and Evolution, 55, 660-676.

Zenetos, A., Albano, P.G., Lopez Garcia, E., Stern, N., Tsi-
amis, K. ef al., 2022. Established non-indigenous species
increased by 40% in 11 years in the Mediterranean Sea. Me-
diterranean Marine Science, 23, 196-212.

Zenetos, A., Cinar, M.E., Crocetta, F., Golani, D., Rosso, A.
et al., 2017. Uncertainties and validation of alien species
catalogues: the Mediterranean as an example. Estuarine,
Coastal and Shelf Science, 191, 171-187.

Zenetos, A., Cinar, M.E., Pancucci-Papadopoulou, M.A., Har-
melin, J.G., Furnari, G. et al., 2005a. Annotated list of ma-
rine alien species in the Mediterranean with records of the
worst invasive species. Mediterranean Marine Science,
6 (2), 63-118.

Zenetos, A., Gofas, S., Russo, G.F., Templado, J., 2005b.
CIESM Atlas of exotic species in the Mediterranean. Vol. 3.
Molluscs. CIESM Publications, Monaco, 376 pp.

Zenetos, A., Gofas, S., Verlaque, M., Cinar, M.E., Garcia Raso,
J. et al., 2010. Alien species in the Mediterranean Sea by
2010. A contribution to the application of European Un-
ion’s Marine Strategy Framework Directive (MSFD). Part
1. Spatial distribution. Mediterranean Marine Science,
11 (2), 381-493.

Zenetos, A., Merig, E., Verlaque, M., Galli, P., Boudouresque,
C.-F. et al., 2008. Additions to the annotated list of marine
alien biota in the Mediterranean with special emphasis on
Foraminifera and Parasites. Mediterranean Marine Sci-
ence, 9 (1), 119-165.

Zibrowius, H., 1970. Les espeéces Méditerranéennes du gen-
re Hydroides (Polychaeta Serpulidae). Remarques sur le
prétendu polymorphisme de Hydroides uncinata. Tethys,
2, 691-746.

203



